
uvig_58014: 6,500-21,705 (+)
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internal virion protein (CDS_0008)
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tail protein (CDS_0010)
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GroEL (VF0594) (CDS_0016)
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tRNA-Met(CAT)
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MGV-GENOME-0258942: 6,500-17,352 (+)
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uvig_281443: 6,503-15,963 (+)

12 13 14

MGV-GENOME-0229641: 6,496-13,941 (+)
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MGV-GENOME-0207472: 6,501-18,091 (+)

12 13 14 18
transcriptional repressor (CDS_0019)
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uvig_152384_: 6,500-18,973 (+)
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integrase (CDS_0013)
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MGV-GENOME-0211683: 6,908-18,818 (+)
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MGV-GENOME-0224192: 6,902-20,526 (+)
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integrase (CDS_0014)

15

MGV-GENOME-0255669: 6,293-18,697 (+)

7 endolysin (CDS_0012) 13 14 15

SAMEA1906427_a1_ct263255_vs1: 6,293-17,495 (+)
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transcriptional regulator (CDS_0014)

15 16

co-chaperonin GroES (CDS_0017)
GroEL (VF0594) (CDS_0018)

19 20 21

IMGVR_UViG_3300029584_000318|3300029584|Ga0245112_100116|93782-138247: 6,908-33,245 (+)
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tail fiber protein (CDS_0015)

16 17 18

holin (CDS_0019)
GroEL (VF0594) (CDS_0020)

21 22 23

MGV-GENOME-0280704: 6,503-21,165 (+)

12 16 17
UmuD-like protein (CDS_0018)
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MGV-GENOME-0263378: 6,503-22,800 (+)

12 13 14

MGV-GENOME-0249020: 6,503-22,790 (+)

12 13 14

MGV-GENOME-0264404: 6,503-17,944 (+)
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MGV-GENOME-0331106: 6,503-26,545 (+)

12 13
tail fiber protein (CDS_0014)

15 16

MGV-GENOME-0290487: 6,503-21,255 (+)

1213 14

ParB-like partition protein (CDS_0015)
DS-15__DS-15A (CDS_0016)

17 18

uvig_206538: 6,499-22,959 (+)
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14 15

holin (CDS_0016)
endolysin (CDS_0017)

18 19 21 23
24

25

MGV-GENOME-0266788: 6,499-24,647 (+)

12 13 14

uvig_304292: 6,503-28,417 (+)

12 13
tail fiber protein (CDS_0014)
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