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tail assembly chaperone (CDS_0019)
MTase_|I_00039 Type (CDS_0023)
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‘ tail spike protein (CDS_0022)

tai assembly protein ATPase (CDS_0025) 29
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IMGVR_UViG_3300033997. 000583|3300033997\630310131 000354|23422-64967:18,412-30,742 (+)
MgtBC (VF0106) (CDS 0025)
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MGVR_UViG_3300011663_.000018|3300011663|Ga0121550_100001|205811-249123: 18,412-32,509 (+)
22 24 28
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IMGVR_UViG_2924561020_000002|2924561020|2924561020|743101-782840: 18,412-29,318 (+)
27
24 25 267 28 29 30 34

IMGVR_UViG_2850698245_000002|2850698245|2850698245|1008757-1055842: 18,466-36,246 (+)
24 27 29 30
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IMGVR_UViG_3300011520_000014/3300011520|Ga0120930_10021[115323-154779: 18,452-28,465 (+)

tail fiber assembly protein (CDS_0023)
terminase small subunit (CDS_0025)

IMGVR_UViG_3300011479_000004|3300011479|Ga0120846_100021|13094-51487:18,310-27,902 (+)
tail assembly protein (CDS_0017)
tail spike protein (CDS_0022)

IMGVR_UViG_3300013980_000005|3300013980/Ga0121148_10012|93717-133073: 16,825-27,128 (+)
tail spike protein (CDS_0022)
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IMGVR_UViG_647533230_000003|647533230/647533937]165593-205344:16,725-27,535 (+)
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IMGVR_UVIG_2874229414 000002|2874229414|2874229461|36331-74324:16,635-25,670 (+)

tail protein (CDS_0022) 24 25

I
MGVR_UViG_2871570478 000002|2871570478\2871570538|18021 58270 18,422-28,033 (+)
tail spike protein (CDS_0022)
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IMGVR_UViG_3300011764_000024|3300011764/Ga0122012_100001|380498-420137: 16,706-26,898 (+)

tail spike protein (CDS_0022) 24

IMGVR _UViG_3300014892 000004|3300014892|Ga0121285_100003|425374-465078:16,718-27,862 (+)
tail protein (CDS_0022) 24 25 29

IMGVR_UViG_2847519888_000001|2847519888|2847519888|328725-368872: 16,789-28,098 (+)

tail fiber assembly protein (CDS_0024)
22 23] 26

IMGVR_UVIG_2878801562_000006|2878801562|2878801563|3192-44027:16,771-28,560 (+)
26 27
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MGVR_UVIG_2903246457_000003|2903246457|2903246480(22170-62403: 18,400-28,390 (+)
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IMGVR_UViG_3300037539_000034|3300037539|Ga0310927_000121:18,412-27,797 (+)
D_ala_D_ser_VanG-NCBIFAM D-alanine--D-serine ligase VanG (NFO00091.3) (CDS_0024)
tail spike protein (CDS_0022) 2526 27 28
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IMGVR_UViG_3300028008_002483|3300028008|Ga0228674_1000216: 18,422-31,683 (+)
15 16 20
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IMGVR_UViG_3300012859_000002|3300012859|Ga0160482_100305: 14,676-25,476 (+)
Sigma M (VF0822) (CDS_0025)
ABC transporter (VF0818) (CDS_0029)
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TemPhD_cluster_57294: 18,468-46,404 (+)
Sigma M (VF0822) (CDS_0025)
ABC transporter (VF0818) (CDS_0028)
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TemPhD_cluster_18744: 18,468-46,396 (+)
Sigma M (VF0822) (CDS_0025)
ABC transporter (VF0818) (CDS_0029)
24 26 27 28 30 31 32 33 34 35 36 37 38 39 40
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TemPhD_cluster_46294:18,468-46,403 (+)

Sigma M (VF0822) (CDS_0025)

ABC transporter (VF0818) (CDS_0028)
24 26 27 29 30 31 32 33 34 35 36 37 38 39
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TemPhD_cluster 46291:18,468-46,414 (+)
25 26 27

IMGVR_UViG_2937678641_000005(2937678641|2937678704(25807-68293: 18,468-31,644 (+)
10000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (PADLOC)
I L]

virulence (VFDB) AMR (AMRFinderPlus)




