
uvig_43473_: 61,553-65,477 (+)

84 85 86 87 88 89 90 91 92
Control_protein_00002 control (CDS_0093)

94

uvig_126842: 51,193-55,243 (+)

76 77 79

MGV-GENOME-0331887: 49,257-53,143 (+)

68 69 71

uvig_79428: 53,899-57,864 (+)

82 83 84 86

IMGVR_UViG_3300029720_000418|3300029720|Ga0245229_1000017|240824-308166: 56,730-60,385 (+)

78 79 80

uvig_321392: 49,255-53,052 (+)

74 75 76 77

uvig_326102: 59,798-65,087 (+)

78 79 80 81 86 87

MGV-GENOME-0339554: 42,168-48,049 (+)

63 64 65 66 70 71 72

MGV-GENOME-0271954: 25,094-30,975 (+)

56 57 58 59

uvig_61207: 45,535-52,625 (+)

65 67 68 69 72 73 74 75

MGV-GENOME-0337433: 50,380-56,755 (+)

71 72 74 77 78 79

2000 nt

unknown function defence (PADLOC)


