
Ma_2019_SRR413646_NODE_406_length_35538_cov_9.177691: 28,286-33,386 (+)

36 37 38 39 40 41 42 43 44

uvig_224673: 2-3,755 (-)

123

MGV-GENOME-0189455: 20,712-25,936 (+)

34 35 37 38

MGV-GENOME-0194373: 1,313-6,489 (-)

12

IMGVR_UViG_3300029122_000022|3300029122|Ga0168799_1000580: 28,326-33,822 (+)

41 42 43

uvig_128215: 2,887-8,284 (-)

678

MGV-GENOME-0197531: 1,802-7,874 (-)

456oMTase_00015 orphan (CDS_0010)

MGV-GENOME-0175258: 2-4,286 (-)

12

uvig_323985: 341-6,151 (-)

34568

MGV-GENOME-0199682: 22,097-27,919 (+)

35 36 37 38

IMGVR_UViG_3300045988_158494|3300045988|Ga0495776_021182: 28,411-33,162 (+)

41

MGV-GENOME-0240884: 29,195-35,351 (+)

43 44 45 46

MGV-GENOME-0201005: 713-5,751 (-)

12

uvig_37381: 1-6,000 (-)

123

uvig_107501: 25,779-29,796 (+)

39

uvig_59372: 176-5,907 (-)

127

MGV-GENOME-0209310: 22,481-29,624 (+)

35 38 39 40

MGV-GENOME-0236939: 29,072-34,699 (+)

42 43 44 45

SAMEA2737780_a1_ct4260: 28,155-34,274 (+)

41 42 43 44

2000 nt

unknown function defence (PADLOC)


