
SAMEA2738064_b1_ct3: 36,433-44,937 (+)

53 54 55 56 57 58 59 60 61 62 63 64
tRNA-Leu(CAA)

65
dCTP deaminase (CDS_0066)

67 68

MGV-GENOME-0313497: 39,478-46,284 (+)

53 54 55

TemPhD_cluster_46955: 37,515-44,082 (+)

50

uvig_446686: 34,591-42,605 (+)

50 51 52 54 55 site-specific recombination directionality factor RDF (CDS_0057)

IMGVR_UViG_3300028544_000012|3300028544|Ga0307862_1064: 34,956-43,332 (+)

site-specific recombination directionality factor RDF (CDS_0055) 56 57 58 59 65

OTU_1218: 34,946-42,172 (+)

site-specific recombination directionality factor RDF (CDS_0053) 54 55 56

OTU_1170: 34,996-43,228 (+)

49 54 56
site-specific recombination directionality factor RDF (CDS_0057)

58 59 60

MGV-GENOME-0295807: 33,277-40,813 (+)

47 48 49 51 53

IMGVR_UViG_3300008406_000030|3300008406|Ga0115224_1000323: 37,117-42,305 (+)

49 50

SAMEA2738041_b1_ct1: 34,899-43,431 (+)

46 47 53
site-specific recombination directionality factor RDF (CDS_0054)

55 56

MGV-GENOME-0307730: 35,527-42,748 (+)

47 49 50 site-specific recombination directionality factor RDF (CDS_0052)

MGV-GENOME-0309750: 35,079-42,827 (+)

55 56 57 60 62 63

IMGVR_UViG_3300007096_000008|3300007096|Ga0102538_100039: 36,645-43,943 (+)

51 54 55

TemPhD_cluster_40094: 35,279-42,100 (+)

53 54

SRS147380_a1_ct19880: 34,025-42,426 (+)

47 52

MGV-GENOME-0309795: 35,413-42,918 (+)

59 60 61 67

SRS013705_a1_ct21288: 36,447-43,589 (+)

57 58 59
site-specific recombination directionality factor RDF (CDS_0061)

64

OTU_1099: 35,275-42,905 (+)

54 58 59 60 61 62 68

MGV-GENOME-0308424: 36,097-44,577 (+)

42 43 44 45 50 51

3000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis unknown function tRNA


