
TemPhD_cluster_46955: 34,549-42,334 (+)

37 38 39 40 41 42 43 44 45 46 47 48 49 50 51

MGV-GENOME-0295807: 29,174-37,756 (+)

35 36 41 42 47 48

uvig_446686: 31,578-39,009 (+)

42 43 44 45 50 51 52

SRS147380_a1_ct19880: 32,017-39,519 (+)

43 44 47 50 52 53
site-specific recombination directionality factor RDF

MGV-GENOME-0307730: 32,828-40,352 (+)

41 42 43 47 49 50

MGV-GENOME-0309795: 31,200-39,785 (+)

44 45 46 47 48 49
icity0043 Unknown (CDS_0050)

51

SRS013705_a1_ct21288: 32,411-40,642 (+)

43 44 45 46 47 48 49

SAMEA2738064_b1_ct3: 32,161-41,230 (+)

43 46 47 48 49 50 51 52

OTU_1170: 31,660-38,736 (+)

43 44 45 46 49

MGV-GENOME-0309596: 31,684-39,578 (+)

39 42 43 44 45 46

MGV-GENOME-0271764: 32,844-39,175 (+)

42 43 44 45 46 phosphodiesterase (CDS_0052)

TemPhD_cluster_40094: 30,988-40,166 (+)

39 42 43 44 45 46
icity0043 Unknown (CDS_0047)

48 53

SRS050244_a1_ct38823_vs01: 32,133-39,730 (+)

43 44 45 46

OTU_1218: 30,917-38,159 (+)

39 40 41 42 43 44

SRS064617_a1_ct3823: 33,929-41,721 (+)

45 46 47 48

MGV-GENOME-0313497: 35,373-44,523 (+)

44 45 46 47 48 54 55

OTU_1099: 31,186-38,560 (+)

41 42 43 44 47 48 49 50 54

SAMEA2738041_b1_ct1: 32,258-39,562 (+)

39 42 43 44 46 47

3000 nt

integration and excision other unknown function defence (PADLOC)


