DNA methyltransferase (CDS_0052)
DNA binding protein (CDS_0053)

RecT-like ssDNA annealing protein (CDS_0044) HTH DNA binding protein (CDS_0054) replication initiation protein (CDS_0058)
exonuclease VIII 45 46 47 48 49 50 51 \ \ 55 methyltransferase (CDS_0056) 57 59 60

Mycobacterium_phage_Arib1:32,137-40,680 (+)
DNA binding protein (CDS_0052)
50 51 RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0055) 58 59
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Mycobacterium_phage_Bartholomew: 32,131-40,942 (+)
DNA methyltransferase (CDS_0054) methyltransferase (CDS_0060)
50 51 52 53 DNA binding protein (CDS_0055) 59
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Mycobacterium_phage_Zilizebeth: 32,163-40,608 (+)
DNA methyltransferase (CDS_0054)
50 51 52 53 DNA binding protein (CDS_0055) replication initiation protein (CDS_0060)
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Mycobacterium_Phage_Mangethe: 32,172-42,078 (+)

50 51 DNA binding protein (CDS_0052) 56

NC_021302.1:32,131-39,770 (+)

DNA binding protein (CDS_0051)
49 50 54 DNA methyltransferase (CDS_0055)

Mycobacterium_phage_Langerak: 32,147-39,747 (+)
50 51 DNA binding protein (CDS_0052)

Mycobacterium_phage_FirstPlacePfu: 32,163-37,249 (+)
DNA methyltransferase (CDS_0051)
49 50 DNA binding protein (CDS_0052)

Mycobacterium_phage_Techage: 32,157-39,834 (+)
44 45
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DNA methyltransferase (CDS_0054)

NC_051727.1:31,884-39,939 (+)
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Mycobacterium_phage_Phalm: 32,401-39,763 (+)
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Mycobacterium_phage_StressBall: 32,401-40,706 (+)
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MTase_|I_00107 Type (CDS_0057)

NC_051728.1: 32,401-40,803 (+)
51 52 DNA methyltransferase (CDS_0053) 60

Mycobacterium_phage_Atcoo: 32,630-42,268 (+)
51 52 DNA methyltransferase (CDS_0053)
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Mycobacterium_phage_Brusacoram: 32,137-40,812 (+)

DNA methyltransferase (CDS_0051) 52

Mycobacterium_phage_Camster: 32,145-39,699 (+)
DNA methyltransferase (CDS_0049) 50

NC_026605.1:32,047-39,410 (+)
51 52 53 54 55 56 62
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Mycobacterium_phage_StevieRay: 32,102-42,045 (+)

51 52 53 54 55 DNA methyltransferase (CDS_0056)

NC_051731.1:32,367-41,653 (+)
51 52 53 54 55 DNA methyltransferase (CDS_0056)
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Mycobacterium_phage_Bunnies: 32,138-40,882 (+)

DNA methyltransferase (CDS_0050) DNA binding protein (CDS_0051) 54 55 56 57,

E

Mycobacterium_phage Jung: 32,102-41,331 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
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