Erf-like ssDNA annealing protein (CDS_0034) DnaD-like helicase loader (CDS_0038)
tRNA-Arg(TCG) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0040)
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Erf-like ssDNA annealing protein (CDS_0031)
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replication initiation protein (CDS_0037)
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