
IMGVR_UViG_3300045988_028233|3300045988|Ga0495776_011251: 20,317-26,336 (+)

30 31 32 33

Erf-like ssDNA annealing protein (CDS_0034)

35 36
tRNA-Arg(TCG)

37

DnaD-like helicase loader (CDS_0038)

39
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0040)

41

uvig_491779_: 19,962-25,319 (+)

29 34

uvig_172731: 19,746-27,811 (+)

25 30
Erf-like ssDNA annealing protein (CDS_0031)

32 34 35

MGV-GENOME-0207665: 17,574-23,716 (+)

29 30

uvig_329216: 19,368-25,806 (+)

29 30 31

uvig_332540: 19,695-26,123 (+)

31 32 33

MGV-GENOME-0210038: 16,612-23,048 (+)

27 28

IMGVR_UViG_3300045988_007156|3300045988|Ga0495776_010896: 19,765-26,806 (+)

31 32 33 35

MGV-GENOME-0217864: 19,672-26,658 (+)

31 32

uvig_223850: 20,561-26,761 (+)

30 31 32

MGV-GENOME-0198396: 18,926-24,963 (+)

30 31

MGV-GENOME-0217694: 20,043-27,052 (+)

31 32 33 35

MGV-GENOME-0208981: 19,055-25,222 (+)

30 31

MGV-GENOME-0213272: 18,794-26,208 (+)

24 28 30 31 32

MGV-GENOME-0213190: 21,027-27,376 (+)

32 33

MGV-GENOME-0209593: 18,797-25,411 (+)

30 31 33

uvig_139901: 20,180-27,321 (+)

31 32 33 34 35

SAMN05827168_a1_ct3297_vs1: 15,038-23,338 (+)

28 30 31 33 34

MGV-GENOME-0213792: 18,383-26,875 (+)

31

MGV-GENOME-0215259: 19,554-27,587 (+)

32

IMGVR_UViG_3300029232_000015|3300029232|Ga0168710_100686: 19,469-27,049 (+)

31

MGV-GENOME-0217796: 19,697-28,033 (+)

31

uvig_278647: 20,622-28,579 (+)

31 33

IMGVR_UViG_3300045988_010197|3300045988|Ga0495776_010170: 19,991-27,829 (+)

31 33

OTU_3849: 19,575-28,012 (+)

32

IMGVR_UViG_3300045988_006332|3300045988|Ga0495776_074593: 19,712-28,070 (+)

33

uvig_249806: 19,346-27,628 (+)

29 31 35

MGV-GENOME-0217467: 19,477-27,990 (+)

30 31 33

MGV-GENOME-0176847: 2,011-10,503 (-)

12

MGV-GENOME-0222662: 20,009-28,925 (+)

34

IMGVR_UViG_3300028998_000005|3300028998|Ga0169656_100388: 19,381-28,050 (+)

29 32

MGV-GENOME-0217193: 19,381-28,391 (+)

32 37

IMGVR_UViG_3300045988_006252|3300045988|Ga0495776_074780: 19,334-28,343 (+)

33 37

OTU_3867: 19,839-28,463 (+)

31

uvig_117245: 19,826-27,300 (+)

31

uvig_498337: 19,660-27,625 (+)

Erf-like ssDNA annealing protein (CDS_0031)

IMGVR_UViG_3300045988_003517|3300045988|Ga0495776_004726: 20,244-29,224 (+)

33 34 35 37

MGV-GENOME-0216473: 19,405-28,619 (+)

31 33 34

MGV-GENOME-0217765: 19,609-28,096 (+)

31 34

MGV-GENOME-0203212: 1,767-10,290 (-)

13

MGV-GENOME-0195569: 14,243-22,741 (+)

27

IMGVR_UViG_3300045988_003365|3300045988|Ga0495776_010913: 19,304-28,123 (+)

27 33

OTU_3805: 19,608-28,191 (+)

32

IMGVR_UViG_3300045988_005474|3300045988|Ga0495776_075366: 20,155-28,370 (+)

32

OTU_4694: 13,643-21,788 (+)

22 23

MGV-GENOME-0218003: 19,773-28,364 (+)

33

MGV-GENOME-0212705: 19,712-27,358 (+)

30 31 32

IMGVR_UViG_3300045988_004050|3300045988|Ga0495776_052734: 17,664-26,166 (+)

28

OTU_3816: 20,125-28,599 (+)

34 36 37

SAMEA2580266_a1_ct4457: 20,104-29,363 (+)

35

MGV-GENOME-0226048: 20,118-28,805 (+)

33

IMGVR_UViG_3300045988_000934|3300045988|Ga0495776_022062: 19,570-28,668 (+)

34

uvig_395471: 18,727-27,286 (+)

34

MGV-GENOME-0215810: 19,627-27,720 (+)

34

IMGVR_UViG_3300045988_004712|3300045988|Ga0495776_075218: 19,697-28,033 (+)

31

OTU_3836: 20,361-27,949 (+)

36 38

MGV-GENOME-0214066: 19,292-27,623 (+)

32 33 34

MGV-GENOME-0219061: 19,612-28,214 (+)

30 31 32 33

MGV-GENOME-0214048: 19,059-27,387 (+)

32 33 34

MGV-GENOME-0218461: 19,543-27,810 (+)

31 32 33

MGV-GENOME-0194959: 16,021-23,853 (+)

25 26

uvig_546463: 829-8,682 (-)

910

SAMN10290208_a1_ct1309: 19,857-27,668 (+)

32 33

MGV-GENOME-0218570: 19,515-27,829 (+)

32 33 34

uvig_328375: 611-8,026 (-)

789

uvig_174053: 19,712-27,639 (+)

30 31 32

IMGVR_UViG_3300029000_000006|3300029000|Ga0169663_100281: 19,888-28,353 (+)

32 34 35

MGV-GENOME-0220430: 17,901-26,450 (+)

30 32 33

uvig_528841: 20,496-28,458 (+)

33

uvig_495798: 16,208-24,421 (+)

30

MGV-GENOME-0228383: 20,123-27,628 (+)

33

OTU_3790: 20,462-28,384 (+)

32

IMGVR_UViG_3300045988_007106|3300045988|Ga0495776_181259: 17,981-25,862 (+)

30

IMGVR_UViG_3300045988_004171|3300045988|Ga0495776_022048: 20,729-28,977 (+)

32 36

OTU_3764: 20,504-28,872 (+)

34

uvig_433143: 20,489-28,952 (+)

34 35 36 37

MGV-GENOME-0212922: 20,474-28,097 (+)

33 34

uvig_456327: 20,038-28,485 (+)

32 replication initiation protein (CDS_0037)

MGV-GENOME-0212063: 20,193-28,353 (+)

33 34 39 40

SAMN10290194_a1_ct34456_vs1: 10,860-18,541 (+)

23 24

MGV-GENOME-0200494: 17,978-25,619 (+)

34

MGV-GENOME-0213327: 19,050-27,567 (+)

30 32 33

uvig_282953: 20,868-29,924 (+)

32 33 34

IMGVR_UViG_3300045988_006552|3300045988|Ga0495776_004179: 20,728-29,471 (+)

32 35

MGV-GENOME-0213163: 18,523-27,340 (+)

28 29 30

MGV-GENOME-0226752: 20,825-29,146 (+)

35 36

OTU_3817: 20,560-28,744 (+)

33

IMGVR_UViG_3300045988_004057|3300045988|Ga0495776_010846: 19,879-28,524 (+)

32 33 34

uvig_6577: 19,705-27,875 (+)

31 32

uvig_485627: 20,744-29,094 (+)

34 35

uvig_25516: 19,090-27,662 (+)

32 33

uvig_551347: 20,897-26,824 (+)

33

uvig_192377: 20,241-28,884 (+)

31 32 33 35 36

IMGVR_UViG_3300045988_007460|3300045988|Ga0495776_030617: 19,780-28,520 (+)

31 33 34

IMGVR_UViG_3300029874_000024|3300029874|Ga0245322_100906: 19,961-28,439 (+)

33 34

uvig_117466: 18,524-27,878 (+)

25
V_U2 CAS-V-F; (CDS_0026)

transposase (CDS_0027) 30

SAMEA2580188_a1_ct7976: 19,156-29,530 (+)

32 33 34

IMGVR_UViG_3300045988_005736|3300045988|Ga0495776_010870: 19,884-28,687 (+)

33 37

MGV-GENOME-0217192: 19,884-28,687 (+)

33

uvig_453147: 19,965-24,808 (+)

33

MGV-GENOME-0173313: 18,872-23,630 (+)

32

4000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene


