
uvig_6577: 9,146-19,705 (+)

12 13 14 15 16 17 18
amidase (CDS_0019)

20 21 22 23 24

MGV-GENOME-0213163: 9,150-18,801 (+)

16

uvig_551347: 9,343-21,175 (+)

18 amidase (CDS_0020) 22 23 24
HNH endonuclease (CDS_0025)

MGV-GENOME-0207665: 9,038-17,852 (+)

17 18 20

MGV-GENOME-0210038: 9,038-16,890 (+)

17

MGV-GENOME-0213792: 9,489-18,383 (+)

endolysin (CDS_0019) 20

uvig_486119: 8,952-19,818 (+)

17 18 19 endolysin (CDS_0020)
endolysin (CDS_0021)

23

IMGVR_UViG_3300029874_000024|3300029874|Ga0245322_100906: 8,925-19,648 (+)

17 18 amidase (CDS_0019) 21

uvig_282953: 8,938-20,868 (+)

17 18 amidase (CDS_0019) 21

SAMN10290208_a1_ct1309: 8,948-19,821 (+)

17 18 amidase (CDS_0019) 22

uvig_447521: 9,431-19,487 (+)

17 18 20 endolysin (CDS_0021)

uvig_395471: 9,369-18,032 (+)

19

uvig_332540: 9,366-19,292 (+)

17 19

MGV-GENOME-0215072: 9,104-18,687 (+)

17

MGV-GENOME-0215069: 9,547-19,293 (+)

19 20

MGV-GENOME-0208981: 9,039-18,362 (+)

17

uvig_249806: 9,164-18,643 (+)

17

MGV-GENOME-0228383: 9,611-19,418 (+)

17 19

uvig_214028: 9,386-20,438 (+)

major head protein (CDS_0019)
20 21

MGV-GENOME-0169497: 9,275-19,274 (+)

19

IMGVR_UViG_3300045988_004057|3300045988|Ga0495776_010846: 8,944-19,176 (+)

17 21

IMGVR_UViG_3300045988_003365|3300045988|Ga0495776_010913: 9,156-18,878 (+)

17 18

OTU_3849: 9,205-19,259 (+)

18 19

MGV-GENOME-0217864: 8,938-19,246 (+)

17 18 19

MGV-GENOME-0212963: 9,338-18,639 (+)

17

uvig_328375: 8,736-18,177 (-)

22

OTU_3819: 9,158-19,348 (+)

17

MGV-GENOME-0180061: 9,148-18,621 (+)

17 18 20

IMGVR_UViG_3300029232_000015|3300029232|Ga0168710_100686: 9,191-18,481 (+)

16 17

MGV-GENOME-0209593: 8,955-18,371 (+)

17 21

IMGVR_UViG_3300045988_012909|3300045988|Ga0495776_010030: 9,365-19,428 (+)

16 18

uvig_558899: 9,520-19,313 (+)

19 20

uvig_453147: 9,309-19,272 (+)

18 19

uvig_498057: 9,385-18,843 (+)

19

uvig_498337: 9,398-19,251 (+)

19

MGV-GENOME-0217192: 9,407-19,192 (+)

19

IMGVR_UViG_3300014954_000003|3300014954|Ga0169837_100449: 9,038-18,423 (+)

14 18

uvig_495798: 2,989-15,151 (+)

14 tail protein (CDS_0017)

MGV-GENOME-0216258: 9,558-19,490 (+)

20 21

uvig_173400: 5,725-14,834 (+)

16

OTU_3816: 9,410-19,430 (+)

18 20

uvig_491779_: 9,440-19,267 (+)

20 21

MGV-GENOME-0176754: 9,491-20,570 (+)

18

MGV-GENOME-0180479: 9,491-20,854 (+)

20

uvig_110937: 9,356-19,353 (+)

18

IMGVR_UViG_3300045988_004171|3300045988|Ga0495776_022048: 9,168-19,669 (+)

17 18 24

MGV-GENOME-0212705: 9,437-19,295 (+)

18

MGV-GENOME-0212922: 9,365-19,428 (+)

18

MGV-GENOME-0198537: 5,762-15,761 (+)

16

MGV-GENOME-0213327: 9,064-18,346 (+)

17 18

OTU_3913: 9,159-18,607 (+)

17 18

uvig_528841: 9,150-19,451 (+)

17 Cas14u CAS-V-F; (CDS_0018)

OTU_3867: 9,603-19,523 (+)

19

MGV-GENOME-0215810: 9,148-18,935 (+)

17 18

OTU_3805: 9,081-18,917 (+)

16 17 18

MGV-GENOME-0134488: 5,247-14,484 (+)

15

MGV-GENOME-0214951: 9,056-18,612 (+)

17 18

IMGVR_UViG_3300045988_015256|3300045988|Ga0495776_075120: 9,101-18,999 (+)

14 18 19 20

IMGVR_UViG_3300045988_010197|3300045988|Ga0495776_010170: 9,062-19,298 (+)

17 18 19

SAMN05827168_a1_ct3297_vs1: 3,940-14,334 (+)

14 15 16

IMGVR_UViG_3300045988_000934|3300045988|Ga0495776_022062: 9,156-18,866 (+)

17 18

uvig_546463: 9,096-19,071 (-)

2223

uvig_544163: 9,146-18,718 (+)

17 18 19

OTU_3830: 9,027-20,079 (+)

17 cas12f2_V-F_2 (CDS_0018) 19

MGV-GENOME-0213832: 9,038-19,266 (+)

17 18 19 20

MGV-GENOME-0203212: 10,992-21,160 (-)

282930

uvig_409187: 9,162-21,204 (+)

17 18 19 22

uvig_569071: 2,183-11,399 (-)

1213

uvig_139901: 9,044-20,121 (+)

17 18 21 22

IMGVR_UViG_3300045988_006552|3300045988|Ga0495776_004179: 8,940-20,324 (+)

17 18 tail protein (CDS_0021) 22

uvig_278647: 9,160-19,930 (+)

17 18
transposase (CDS_0019)

MGV-GENOME-0219603: 9,158-20,385 (+)

17 18 cas12f2_V-F_2 (CDS_0021)

uvig_121457: 8,960-18,805 (+)

17 18

MGV-GENOME-0213190: 8,860-20,989 (+)

17

oMTase_00024 orphan (CDS_0018)

19
Type_V_V_U4 Cas12 (CDS_0020)

21

uvig_223850: 9,039-20,523 (+)

17 18

IMGVR_UViG_3300014921_000010|3300014921|Ga0169822_100356: 9,059-20,406 (+)

17 18

uvig_192377: 9,262-20,208 (+)

amidase (CDS_0019)

MGV-GENOME-0210815: 9,444-19,028 (+)

endolysin (CDS_0018) endolysin (CDS_0019)

MGV-GENOME-0226752: 9,356-20,511 (+)

amidase (CDS_0020) 23

MGV-GENOME-0214066: 8,810-18,594 (+)

11 13 14 15 19

IMGVR_UViG_3300045988_008262|3300045988|Ga0495776_091543: 6,444-16,301 (+)

11 16 17

SAMN10290194_a1_ct34456_vs1: 1-9,201 (+)

1 2 6

SAMEA2737728_a1_ct30615: 12,417-22,135 (+)

21

uvig_435035_: 12,343-21,425 (+)

21

MGV-GENOME-0220121: 9,497-20,493 (+)

20 25 26

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


