anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0039)
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uvig_435035_: 25,507-29,493 (+)
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MGV-GENOME-0217864: 24,947-28,799 (+)
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uvig_111054:23,415-26,718 (+)

tRNA-Arg(TCG)
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uvig_188945:24,363-31,001 (+); 1-1,386 (+)
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OTU_3885:23,708-30,762 (+); 1-1,386 (+)
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MGV-GENOME-0212063:23,251-30,111 (+); 1-1,386 (+)
DnaD-like helicase loader (CDS_0038)
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IMGVR_UVIG_3300045988_005736|3300045988|Ga0495776_010870: 24,039-31,063 (+); 1-1,386 (+)
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MGV-GENOME-0217192:24,039-31,063 (+); 1-1,386 (+)
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IMGVR_UViG_3300045988_010197|3300045988|Ga0495776_010170: 26,155-30,895 (+); 1-1,386 (+)
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IMGVR_UVIG_3300045988_004050|3300045988|Ga0495776 052734: 24,026-28,786 (+)
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uvig 409187:28,130-32,675 (+); 1-1,386 (+)
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MGV-GENOME-0194959:22,537-27,080 (+)
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MGV-GENOME-0217796:26,361-31,163 (+)

SAMEA2580266_al_ct4457:27,693-32,938 (+)
40 41

uvig_117245:25630-30,955 (+); 11,302 (+)
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IMGVR_UViG_3300014954_000003|3300014954|Ga0169837_100449: 26,211-31,047 (+);
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IMGVR_UViG_3300045988_015256|3300045988|Ga0495776_075120: 26,066-31,135 (+)
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MGV-GENOME-0218003: 26,246-31,201 (+); 1-1,386 (+)
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MGV-GENOME-0198537:22,752-27,717 (+)
40

uvig_498337:25,952-30,928 (+); 1-1,386 (+)
40 41

IMGVR_UViG_3300029232_000015|3300029232|Ga0168710_100686: 25,376-30,184 (+); 1-1,386 (+)
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(+); 1-1,386 (+)
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uvig 486119:25,759-30,374 (+

(+

<
Q
<
el
C
<
@)
w
W
o
o
o
X
[
N}
@®
e
o
o
o
N
[oN
N
w
w
(o]
(o]
o
e
[
0
®
(o<}
)
jo8)

o
K
N
w
~
~
[oN
(@]
=
o
N
~
N
N
o

) I
‘ ‘
%

oe)
[
w

w
—
&
~
v

X : 26, § ;1-1,386 (+)

N
o
IS
iy
N
N

OTU_3790:26,267-31,511 (+)
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uvig_249806:25,956-30,759 (+); 1-1,386 (+)
43 44

IMGVR_UViG_3300045988_001282|3300045988|Ga0495776_118796:26,996-31,781 (+)
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IMGVR_UViG_3300045988 000934|3300045988|Ga0495776_022062:26,996-31,660 (+)
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uvig_278647:26,884-31,711 (+
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uvig_387365:26,898-31,479 (+
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MGV-GENOME-0219061: 26,898-31,394 (+)
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MGV-GENOME-0213792:25,173-29,184 (+)

45
e . I e ——
MGV-GENOME-0216258:26,526-30,890 (+); 1-1,386 (+)
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OTU_3819:26,867-31,234 (+)
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IMGVR_UViG_3300045988_004171|3300045988|Ga0495776_022048:27,289-31,526 (+)
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OTU_3913:26,100-30,529 (+); 1-3,533 (+)
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OTU_3836:25,844-31,079 (+); 1-1,386 (+)
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MGV-GENOME-0213190:25,417-30,245 (+)
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OTU_4694:20,129-24,753 (+)
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MGV-GENOME-0195569:21,486-25,537 (+)
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MGV-GENOME-0198455:22,802-27,705 (+); 1-1,386 (+)
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MGV-GENOME-0198396: 22,802-27,693 (+); 1-1,386 (+)
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uvig_528841:26,293-31,121 (+)
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MGV-GENOME-0218064: 26,703-31,210 (+)
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IMGVR_UViG_3300045988_005474|3300045988|Ga0495776_075366: 26,703-31,210 (+)
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IMGVR_UVIiG_3300045988_006252|3300045988|Ga0495776_074780: 23.927-31,013 (+)
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IMGVR_UViG_3300045988_012736|3300045988|Ga0495776_010872: 26,134-31,069 (+); 1-3,531 (+)
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IMGVR_UViG_3300045988_004057|3300045988|Ga0495776_010846:26,398-30,908 (+); 1-3,534 (+)
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uvig 491779 _:22,956-27,182 (+); 1-1,386 (+)
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0 RusA-like Holliday junction resolvase (CDS_0043)
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uvig 498057:25,706-30,545 (+

RusA-like Holliday junction resolvase (CDS_0039)
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uvig 495798:22,001-28,234 (+)
42 43 RusA-like Holliday junction resolvase (CDS_0045)
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MGV-GENOME-0226048: 27,126-32,574 (+)
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OTU_3805:26,951-31,364 (+); 1-5,559 (+)
Erf-like ssDNA annealing protein (CDS_0034)

35 40 41
R S e gy W, B, S,
IMGVR_UViG_3300045988_015121|3300045988|Ga0495776_031100: 24,183-30,245 (+)
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uvig_384744:20,362-25,920 (+)

—— I R E—
IMGVR_UViG_3300045988_004421|3300045988|Ga0495776_115103: 26,237-30,497 (+)
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OTU_3764:26,754-31,688 (+); 1-3,534 (+)

MGV-GENOME-0203212: 649-3 469 (-)
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uvig_544163:19,765-25,968 (+)
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IMGVR_UViG_3300045988_007460|3300045988|Ga0495776_030617: 23,952-30,133 (+)
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uvig_192377: 25,020-30,600 (+)
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MGV-GENOME-0213163:25,234-30,318 (+)
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MGV-GENOME-0226752:26,990-32,701 (+)

46
DNA methyltransferase (CDS_0042) 43 44 45T 47
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MGV-GENOME-0217758:25,750-31,156 (+)

45
DNA methyltransferase (CDS_0041) 42 43 44T 46 47 48

uvig 6577:25,737-31,142 (+)
42 43 4445

OTU_3817:26,513-31,244 (+)
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MGV-GENOME-0214654:24,501-30,598 (+); 1-3,408 (+)

uvig_223850:25,050-31,106 (+); 1-3,408 (+)
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IMGVR_UViG_3300045988_018826|3300045988|Ga0495776_030589: 25,176-30,122 (+)
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uvig 329216:25,176-30,054 (+

MGV-GENOME-0207665:23,261-27,061 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging other unknown function anti-defence (dbAPIS) tRNA pseudogene
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