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tail fiber protein (CDS_0005) tail fiber protein (CDS_0006)
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<
5]
<
el
<
<
@
w
W
o
o
o
N
O
w
~
a
o
o
o
o
=
~
w
W
o
o
(@}
N
0
W
~
a
@)
o
o
N
N
w
~O
W
i
=
o
o
=
W
o
hel
w
o
o
©
(?\
w
=
W
0
W

|
I
| =

(+);1-8,764 (+)

i

M-G\/—GENOM E-0213327:29,758-30,353 (+); 1-8,607 (+)

w

I ——
MGV-GENOME-0215259:29,999-30,706 (+); 1-8,669 (+)

4
- L [ ______ N ]

IMGVR_UViG_3300045988_004677|3300045988|Ga0495776_010141:29,944-30,666 (+); 1-8,639 (+)

4
I e - ;5. [ ——§ —— |
OTU_3885:30,055-30,762 (+); 1-8,640 (+)

5
1 8 _ __ __ . ___________________________________§ _______________________________! N _______________________| N ]
uvig_117245:30,149-30,955 (+); 1-8,567 (+)

4

1
MGV-GENOME-0212063:29,404-30,111 (+); 1-8,653 (+)
tail fiber protein (CDS_0005) 6

]
|MG-VR_UVIG_3300045988_004273|3300045988\GaO495776_0 10131:29,899-30,606 (+); 1-8,782 (+)

i

—
OTU_3853:30,302-31,006 (+); 1-8,594 (+)

N

S S —
MGV-GENOME-0212922:29,554-30,276 (+); 1-8,575 (+)
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SAMNO5414993 a1l _ct13392:1-7,544 (+)

i

——  _——————————————
MGV-GENOME-0209396: 1-7,580 (+)
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uvig 113917:2,893-7,756 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0044)
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terminase large subunit (CDS_0001)
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3 4 5 tail fiber protein (CDS_0006)
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MGV-GENOME-0211253:27,583-29,964 (+); 1-8,633 (+)
I 4000 nt {

DNA, RNA and nucleotide metabolism head and packaging tail unknown function anti-defence (dbAPIS)
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