
OTU_3926: 1,320-8,353 (+)

2 3 4 5 6 7 8 9 10

MGV-GENOME-0169497: 1-8,485 (+)

1 5

uvig_111054: 822-5,585 (+)

4

MGV-GENOME-0218461: 1-8,594 (+)

3 5

uvig_192377: 1-8,477 (+)

5

MGV-GENOME-0178188: 1-8,594 (+)

5

uvig_110937: 1-8,567 (+)

4

OTU_3819: 1-8,703 (+)

3 5

IMGVR_UViG_3300029423_000018|3300029423|Ga0243802_101131: 1-8,711 (+)

3 5

uvig_183629: 1-7,057 (+)

3 4

IMGVR_UViG_3300045988_004050|3300045988|Ga0495776_052734: 1-8,580 (+)

5

uvig_498057: 1-8,600 (+)

3 4 5

IMGVR_UViG_3300045988_009203|3300045988|Ga0495776_033495: 1-8,720 (+)

5 6

IMGVR_UViG_3300045988_007106|3300045988|Ga0495776_181259: 1-8,500 (+)

5

MGV-GENOME-0212963: 1-8,877 (+)

tail fiber protein (CDS_0005)

SAMEA2737728_a1_ct30615: 1-8,652 (+)

5

MGV-GENOME-0210815: 1-8,653 (+)

4

MGV-GENOME-0209593: 1,305-8,506 (+)

5

uvig_384744: 1-8,651 (+)

5

MGV-GENOME-0150552: 3,649-8,573 (+)

5

OTU_3764: 30,967-31,688 (+); 1-8,637 (+)

547 48

MGV-GENOME-0217758: 1-8,697 (+)

3 4 5 tail fiber protein (CDS_0006)

MGV-GENOME-0199036: 1-8,713 (+)

3 4 5

IMGVR_UViG_3300045988_004712|3300045988|Ga0495776_075218: 1-8,724 (+)

3 4

MGV-GENOME-0174988: 3-4,708 (+)

1 3

MGV-GENOME-0173313: 1,960-6,811 (+)

3

MGV-GENOME-0134488: 2-4,457 (+)

1 tail fiber protein (CDS_0002)

MGV-GENOME-0199965: 1-7,074 (+)

1 3

uvig_16587: 1-6,527 (+)

3

MGV-GENOME-0208247: 1-8,534 (+)

4

MGV-GENOME-0210413: 1-8,908 (+)

4 5 10

MGV-GENOME-0198537: 1-4,972 (+)

2

MGV-GENOME-0176847: 21,275-24,195 (-)

40

uvig_41476: 10,780-14,474 (-)

2122

uvig_546463: 19,532-23,247 (-)

3536

SAMN05827168_a1_ct3297_vs1: 1-3,479 (+)

1 tail fiber protein (CDS_0002)

IMGVR_UViG_3300045988_010166|3300045988|Ga0495776_010967: 30,365-31,518 (+); 1-8,630 (+)

3 4 5 647 49 50

MGV-GENOME-0214951: 29,483-30,651 (+); 1-8,597 (+)

3 4 5

uvig_188945: 29,848-31,001 (+); 1-8,713 (+)

3 4 tail fiber protein (CDS_0005)

IMGVR_UViG_3300045988_012736|3300045988|Ga0495776_010872: 29,817-31,069 (+); 1-8,577 (+)

547

MGV-GENOME-0217467: 30,403-31,110 (+); 1-8,705 (+)

5

uvig_498337: 30,206-30,928 (+); 1-8,608 (+)

tail fiber protein (CDS_0005)RusA-like Holliday junction resolvase

IMGVR_UViG_3300045988_004032|3300045988|Ga0495776_010019: 29,432-30,154 (+); 1-8,699 (+)

5

MGV-GENOME-0214710: 29,899-30,606 (+); 1-8,782 (+)

tail fiber protein (CDS_0005) 6

MGV-GENOME-0218570: 30,586-31,308 (+); 1-8,902 (+)

tail fiber protein (CDS_0005) tail fiber protein (CDS_0006)

IMGVR_UViG_3300029375_000017|3300029375|Ga0243934_1001369: 30,686-31,393 (+); 1-8,764 (+)

5

MGV-GENOME-0213327: 29,758-30,353 (+); 1-8,607 (+)

5

MGV-GENOME-0215259: 29,999-30,706 (+); 1-8,669 (+)

5

IMGVR_UViG_3300045988_004677|3300045988|Ga0495776_010141: 29,944-30,666 (+); 1-8,639 (+)

4

OTU_3885: 30,055-30,762 (+); 1-8,640 (+)

4

uvig_117245: 30,149-30,955 (+); 1-8,567 (+)

5

MGV-GENOME-0212063: 29,404-30,111 (+); 1-8,653 (+)

4

IMGVR_UViG_3300045988_004273|3300045988|Ga0495776_010131: 29,899-30,606 (+); 1-8,782 (+)

tail fiber protein (CDS_0005) 6

OTU_3853: 30,302-31,006 (+); 1-8,594 (+)

5

MGV-GENOME-0212922: 29,554-30,276 (+); 1-8,575 (+)

4

IMGVR_UViG_3300045988_005554|3300045988|Ga0495776_010043: 29,816-30,411 (+); 1-8,647 (+)

5

uvig_491779_: 26,478-27,182 (+); 1-8,649 (+)

545

IMGVR_UViG_3300045988_004057|3300045988|Ga0495776_010846: 30,313-30,908 (+); 1-8,482 (+)

5

uvig_282953: 31,200-31,794 (+); 1-8,478 (+)

5

IMGVR_UViG_3300045988_005514|3300045988|Ga0495776_010859: 30,272-30,979 (+); 1-8,486 (+)

5

IMGVR_UViG_3300045988_006552|3300045988|Ga0495776_004179: 30,107-31,886 (+); 1-8,475 (+)

3 4 546

MGV-GENOME-0217192: 29,910-31,063 (+); 1-8,616 (+)

2 5

IMGVR_UViG_3300045988_012909|3300045988|Ga0495776_010030: 29,108-30,276 (+); 1-8,575 (+)

1 4

uvig_551347: 27,970-29,010 (+); 1-8,552 (+)

2 6

OTU_3867: 29,730-30,883 (+); 1-8,812 (+)

2 5

MGV-GENOME-0214048: 29,082-30,482 (+); 1-7,714 (+)

3 tail fiber protein (CDS_0005)49

MGV-GENOME-0198396: 26,525-27,693 (+); 1-7,758 (+)

3

uvig_431855: 30,225-31,375 (+); 1-7,897 (+)

3 4

OTU_3849: 28,946-31,015 (+); 1-7,868 (+)

2 3 442 43

MGV-GENOME-0215072: 28,603-30,669 (+); 1-7,761 (+)

2 3

MGV-GENOME-0198455: 25,687-27,705 (+); 1-7,758 (+)

2 3

MGV-GENOME-0216258: 28,806-30,890 (+); 1-7,875 (+)

2 3 445

uvig_569071: 13,063-18,880 (-)

2829

IMGVR_UViG_3300045988_007111|3300045988|Ga0495776_075202: 1-7,753 (+)

2 3

IMGVR_UViG_3300045988_142506|3300045988|Ga0495776_076979: 1-7,318 (+)

2 3 5

SAMN05414993_a1_ct13392: 1-7,544 (+)

3

MGV-GENOME-0209396: 1-7,580 (+)

3

uvig_329216: 1,321-7,695 (+)

3

MGV-GENOME-0180479: 1-7,819 (+)

3

uvig_113917: 2,893-7,756 (+)

5

MGV-GENOME-0209397: 28,563-29,638 (+); 1-7,583 (+)

3
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)

45 46

uvig_408231: 27,526-28,589 (+); 1-7,634 (+)

3

MGV-GENOME-0201837: 27,239-28,298 (+); 1-7,594 (+)

3 5

MGV-GENOME-0214904: 29,586-30,642 (+); 1-7,587 (+)

3 5

MGV-GENOME-0210166: 28,691-29,780 (+); 1-7,483 (+)

3 5

uvig_407681: 29,515-30,575 (+); 1-8,483 (+)

3 4 5 6

uvig_403663: 28,998-29,600 (+); 1-8,418 (+)

4

IMGVR_UViG_3300045988_059347|3300045988|Ga0495776_009550: 29,131-29,732 (+); 1-8,462 (+)

4

uvig_409786: 28,492-29,563 (+); 1-7,588 (+)

3

SAMN05414931_a1_ct47422_vs1: 1-7,588 (+)

3

MGV-GENOME-4405206: 1-7,451 (+)

terminase large subunit (CDS_0001)
2

MGV-GENOME-0210038: 1-7,256 (+)

1

uvig_89790: 1-6,134 (+)

1

MGV-GENOME-0213832: 28,083-30,446 (+); 1-7,695 (+)

347 48 49

uvig_223850: 28,280-31,106 (+); 1-7,696 (+)

3

MGV-GENOME-0211253: 27,583-29,964 (+); 1-8,633 (+)

3 4 5 tail fiber protein (CDS_0006)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging tail unknown function anti-defence (dbAPIS)


