
SAMEA2737824_a1_ct15190: 44,601-54,995 (+)

53 54 55 56 transposase (CDS_0057) 58

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0059)
anaerobic ribonucleoside reductase large subunit (CDS_0060)

61 62 63 64 65 66 67 68

uvig_266889: 44,102-53,187 (+)

50 51 HNH endonuclease (CDS_0052)
anaerobic ribonucleoside reductase large subunit (CDS_0053)

56 57 58 59

MGV-GENOME-0377171: 44,809-54,253 (+)

54 55 58

MGV-GENOME-0373178: 44,881-54,674 (+)

anaerobic ribonucleoside reductase large subunit (CDS_0053) 58

MGV-GENOME-0377147: 44,804-55,513 (+)

55 56 57 HNH endonuclease (CDS_0058) 59

MGV-GENOME-0375592: 44,867-56,033 (+)

52 53 54 55 56 62

MGV-GENOME-0374346: 89,891-101,167 (-)
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MGV-GENOME-0375408: 91,202-102,085 (-)
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MGV-GENOME-0373493: 44,505-55,439 (+)

53 54 55
HNH endonuclease (CDS_0056)

57 61

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover unknown function


