Reverse transcriptase (CDS_0155)

148 tail protein (CDS_0157)
132 tail protein (CDS 0136) 138 141 143 149 151 159 tail protein (CDS_0164)
131] 133 134 135 137 139 140 [142[144 145 146 147 | 150 | 152 153 154 | 156 158 160 161 162 163 165

K K G CICH-EEEEE- @G- KK K

MGV-GENOME-0377221:115,751-149,524 (+)

Reverse transcriptase (CDS_0154)
147 tail protein (CDS_0156)
137 140 142 148 150 158
tail protein (CDS_0134) 135 136 [138 139 [141[143 144 145 146 | [149 | 151 152 153 | 155 157 159 160

aacx S G FEHCHICH-EEET- @@ Adaad- -G AKX

MGV-GENOME-0377379:116,604-151,501 (+)

Reverse transcriptase (CDS_0155)

148 tail protein (CDS_0157)
138 141 143 149 151 159
tail protein (CDS_0136) 137 T139 140 [142[144 145 146 147 | [ 150 [152 153 154 | 156 158 160

Q@ KO- EET-a@adaa-c - C KK S O

MGV-GENOME-0377195:115,751-149,082 (+)

146 tail protein (CDS_0153)
136 139 141 145 150 155
tail protein (CDS_0133) 134 135 [137 138 [140[142 143 144 |147 148 149 | 151 152 154 156

aacx S O FEEHCIOH-OEEEE-GHECIA- AT K S O

MGV-GENOME-0377242:116,209-149,717 (+)

icity0040 RT (CDS_0158)
154 tail protein (CDS_0159)
141 144 146 151 153 156 161
138 139 140 142 143 [145[147 148 149 150 [152] |155 157 160 162

0K S O SO OAAAa-aaaaE I 1K K K

—
MGV-GENOME-0377278:117,091-150,421 (+)

Reverse transcriptase (CDS_0153)
tail protein (CDS_0154)
137 140 142 147 149 151 156
tail protein (CDS_0134) 135 136 [138 139 [141[143 144  145144148] 150 [152 155 157

K K X FEHECOHOEET-GAHEa@adT™C K K S O

MGV-GENOME-0376942:113,425-146,202 (+)

RT_III-AM_III-B_2 (CDS_0153)
tail protein (CDS_0154)
135 138 140 143 146 149 151 156
tail protein (CDS_0132) 133 134 [136 137 [139[141 142 | 144 145] 147 148]150 [152 155 157

K K X FEHKEAOHOE-OAAC HAAKEC KK K [CKK

—
MGV-GENOME-0377287:115,973-150,238 (+)

Reverse transcriptase (CDS_0155)
tail protein (CDS_0156)
139 142 144 146 148 151 153 158
tail protein (CDS_0136) 137 138 140 141 |[143[145 [ 147 | 149 150 [ 152 [154 157 159 160

AOCK S O SEEHCEE-AEEC GG KA KKK

MGV-GENOME-0377065:115,996-147,957 (+)

Reverse transcriptase (CDS_0156)
tail protein (CDS_0157)
140 143 145 147 149 152 154 159
tail protein (CDS_0137) 138 139 J141 142 [144[146 | 148 | 150 151 [ 153 [155 158 160

AKX K K FEHCIAH-AaaEC IGAGA 1K K O

MGV-GENOME-0377067:116,051-147,966 (+)

Reverse transcriptase (CDS_0152)
tail protein (CDS_0153)
135 138 140 145 148 150 155
tail protein (CDS_0132) 133 134 136 137 [139[141 142 143 144 | 146 147 [149 [151 154 156 157

K K X FEMKOHOEEET-OAEE I KRG K [ KKK

MGV-GENOME-0377218:115,172-149,496 (+)

Reverse transcriptase (CDS_0154)
tail protein (CDS_0155)
140 142 147 150 152 157
tail protein (CDS_0136) 137 138 139 |[141[143 144 145 146 | 148 149 [151 [153 ‘ 156 158 159

AOCK S O SHCOKAH-GEET- @G IO KA KK

MGV-GENOME-0377135:115,652-148,721 (+)

Reverse transcriptase (CDS_0154)
tail protein (CDS_0155)
140 142 147 150 152 157
tail protein (CDS_0136) 137 138 139 [ 141[143 144 145 146 | 148 149 [151 [153 ‘ 156 158

0K K K HHCHGHKEET-@dEC 1300 KKL K [ KK

MGV-GENOME-0377174:115,652-149,022 (+)

Reverse transcriptase (CDS_0156)
tail protein (CDS_0157)
142 145 152 154 159
tail protein (CDS_0139) 140 141 [143 144 [ 146147 148 149 150 151 [153 [155 158 160

K S S FEHEEH—@EE@ @GOG KK K N O

MGV-GENOME-0377147:116,460-148,806 (+)

Reverse transcriptase (CDS_0154)
tail protein (CDS_0155)
139 142 147 150 152 157
tail protein (CDS_0136) 137 138 [140 141 [143144 145 146 | 148 149]151 [153 156 158

@ C T HFEKKE IO @ - @adEaadHadaE < CI3daETK [ KKK

MGV-GENOME-0377116:115,371-148,516 (+)

icity0040 RT (CDS_0147)
tail protein (CDS_0148)
138 143 150
134 135 136 137 [139140 141142] 144 145 146 149 151

AOCK S G - —CHAA- KIS K KK

L
MGV-GENOME-0376816:115,706-144,860 (+)

139 142 144 148 150
136 137 138 140 141 |[143]145 146 147 | 149 | 151

SOCK K FEHHCIOHOEEET-@aCHKEK O (O O

MGV-GENOME-0376488:114,497-142,006 (+)
pb—10000nt——mMmMmMmm™
DNA, RNA and nucleotide metabolism tail unknown function defence (DefenseFinder) defence (PADLOC)




