cluster26 Cas11_2_IV (CDS_0058)
cluster2 Csf3_0_IV (CDS_0060)

47 cluster3 Csf1_0_IV (CD: ‘70057) cys H_IV-B_1 (CDS_0061) terminase large subunit (CDS_0001)
42 43 44@6T 48 49 50 51 525354 55 56 cluster1 Csf2_0_IV (CDS_0059) 62 63 64 65 portal protein (CDS_0002)

MGV-GENOME-0256264:26,999-37,809 (+); 1-2,821 (+)
cluster26 Cas11_2_IV (CDS_0057)
cluster3 Csf1_0_IV (CD§_0056)
cluster2 Csf3_0_IV (CDS_0059)
49 50 515253 54 55 cluster1 Csf2_0_IV (CDS_0058) cysH_IV-B_1(CDS_0060)

B U0 BEOEOEDEO- P { O

uvig_307999:26,839-37,656 (+)

cluster26 Cas11_2_IV (CDS_0051)
cluster3 Csf1_0_IV (CD§_0050)
cluster2 Csf3_0_IV (CDS_0053)
42 43 44 45 46 47 48 49 cluster1 Csf2_0_IV (CDS_0052) cysH_IV-B_1(CDS_0054)

D, Vo NI I/ W, B IV 0 I, I, I T D N B W

uvig 310503:25,581-34,675 (+)

cluster26 Cas11_2_IV (CDS_0056)
cluster3 Csf1_0_IV (CD§,0055)
| cluster2 Csf3_0_IV (CDS_0058)
44 46 47 48 49 50 51 52 53] cluster1 Csf2_0_IV (CDS_0057) cysH_IV-B_1(CDS_0059)

), Von NI D I

Han_2018 ERR1398180_NODE_269_length 36187 cov_1548.356471:25,523-36,186 (+)
cluster26 Cas11_2_IV (CDS_0056)
cluster3 Csf1_0_IV (CDS_0055)
‘ cluster2 Csf3_0_IV (CDS_0058)
46 47 48 49 50 51 52 53T cluster1 Csf2_0_IV (CDS_0057) cysH_IV-B_1(CDS_0059)
00— D O
MGV-GENOME-0247706:25,523-36,360 (+)

cluster26 Cas11_2_IV (CDS_0040)
cluster3 Csf1.0_IV (CD§_0039)
cluster2 Csf3_0_IV (CDS_0042)
38 cluster1 Csf2_0_IV (CDS_0041) cysH_IV-B_1(CDS_0043)

O DO ) O

uvig_184418:22,495-30,505 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0042)
43 44 45 46 cysH_IV-B_1 (CDS_0049)

O BEEOD{ O SO | {0 {5

N I
IMGVR_UViG_3300045988_147816|3300045988|Ga0495776_061254:24,273-32,917 (+)
RM_Type_|I_Type_ll_MTases_FAM_2 (CDS_0042)
43 44 45 46

O DD Of A L1 T oo

E— —— —
uvig_522802:24,253-33,189 (+); 1-1,554 (+)

45 46 47 48 49 50

O BE D001 [ T H{ {5

. EE—
SAMN11893809_al _ct?346:24,974-33,769 (+)

HNH endonuclease (CDS_0039)
DruM2_00009 DNA (CDS_0035) 38 40 41 42 43 44 ParB-like partition nuclease

——) R
IMGVR_UViG_3300045988_089602|3300045988|Ga0495776_153099:22,097-32,653 (+)

HNH endonuclease (CDS_0039)
38 40 41 42 43 44

—— e
MGV-GENOME-0257004:22,097-32,653 (+)

HNH endonuclease (CDS_0043)
38 42 44 45 46 47 48

EEE— — " —
IMGVR_UViG_3300045988_103925|3300045988|Ga0495776_125747:25,364-35,690 (+)

penta_rpt_QnrAS-NCBIFAM QnrAS family quinolone resistance pentapeptide repeat protein (NFO12151.0) (CDS_0045)
44 464748 49

), Vo I D N V), 1 I, I, I N S N B B

— —————— —— — ———— — |
MGV-GENOME-0243223:25,206-33,662 (+)

46 47 4849 50 57

VYo NS, I I N, )/ I, D N I I I §

I —
MGV-GENOME-0248774:26,480-34,697 (+)

46 47 4849 50 54

O B o | 1 i

I N
IMGVR_UViG_3300045988 099800|3300045988|Ga0495776_014300: 26,495-34,704 (+)
RM_Type_ll__Type_ll_MTases_FAM_2 (CDS_0044) ParB-like partition nuclease (CDS_0053)
45 46 47 48 49 50 54 55

O DE X TP Hf—— {5 {1 Do

e
uvig_248208:25,756-34,561 (+); 1-2,821 (+)
RM _Type_ll_Type_Il_MTases_FAM_2 (CDS_0044)
45 46 47 48 49

O DE N TPt H{ O3 X DO

e
IMGVR_UViG_3300045988_119252|3300045988|Ga0495776_100843:25,770-34,519 (+)
43 44 45464748 49 50 51 52 53

0,0V N, /B s W B Ve B O B i o I D R ), B

MGV-GENOME-0239571: 25,027-35,162 (+)
42 43 44 454647 48 49 50

O BT DL O >3 ¥ DO

IMGVR_UViG_3300045988 114711|3300045988\Gao495776 003199:24,942-34,543 (+)
48 49 50 51 52 53 54 58 ParB-like partition nuclease (CDS_0060)

DD[H[DDDDD[DDD—DDED—DD

MGV-GENOME-4410521:26,302-35,178 (+)
43 44 45 46 47 4849 50 51

O BB ODEDE {3 X D

IMGVR_UViG_3300045988_119324|3300045988|Ga0495776_063747: 24,925-34,048 (+)
42 43 44 45 46 47 48 49 54

0, o N I D W 0 I ), I o I o I T Y

MGV-GENOME-4408475: 25,034-32,964 (+)
42 43 44 45 46 47 48 49

OO0 B HBDDBODEO{ {3 1 DD

IMGVR_UViG_3300045988_113769|3300045988|Ga0495776_159952:25,034-32,964 (+)
42 43 44 45 46 47 48 49 54 55

uvig 30003:25,034-33,739 (+)

} 5000 nt {

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)
I




