
IMGVR_UViG_3300045988_120429|3300045988|Ga0495776_153029: 18,112-27,326 (+)

27 28 29 30 31 32 33 34
PDC-M69A_WP_216276383.1 (CDS_0035)

36 37 38 39 40 41 42 43 44 45

uvig_500817: 20,925-29,135 (+)

integrase (CDS_0033) DNA polymerase (CDS_0034)
transcriptional regulator (CDS_0036)

PDC-M69A_WP_216276383.1 (CDS_0037)

38 39 40

IMGVR_UViG_3300045988_103925|3300045988|Ga0495776_125747: 20,992-28,513 (+)

34
PDC-M69A_WP_216276383.1 (CDS_0035)

38 DruM2_00009 DNA (CDS_0039) 40

MGV-GENOME-0235979: 18,861-28,006 (+)

30 31 36
PDC-M69A_WP_216276383.1 (CDS_0037)

38 39 43 46

MGV-GENOME-4410521: 19,769-27,954 (+)

35 36
PDC-M69A_WP_216276383.1 (CDS_0037)

38 39 40

MGV-GENOME-0243223: 19,108-27,010 (+)

34 35
PDC-M69A_WP_216276383.1 (CDS_0036)

37 38

SAMN11893809_a1_ct9346: 18,584-26,596 (+)

34 35
PDC-M69A_WP_216276383.1 (CDS_0036)

37 38 39 43

MGV-GENOME-0233448: 19,441-26,194 (+)

34 35
PDC-M69A_WP_216276383.1 (CDS_0036)

37 38

uvig_522802: 18,097-25,889 (+)

32
capH (CDS_0033)

34 35 36 DNA methyltransferase

IMGVR_UViG_3300045988_119324|3300045988|Ga0495776_063747: 19,082-26,579 (+)

34 35 36 37

uvig_310503: 19,724-27,233 (+)

33 capH (CDS_0034)
Retron_VI__HTH (CDS_0035)

36

MGV-GENOME-0256264: 20,202-29,374 (+)

33 34
PDC-M69A_WP_216276383.1 (CDS_0035)

36 37 38 39 40 41 43 44 47

uvig_307999: 20,111-29,214 (+)

33
capH (CDS_0034)

35 36 37 38 39 40

MGV-GENOME-0247706: 19,072-27,166 (+)

34 capH (CDS_0035)
Retron_VI__HTH (CDS_0036)

37 38 39 40

IMGVR_UViG_3300045988_119252|3300045988|Ga0495776_100843: 19,314-27,391 (+)

33 capH (CDS_0034)
Retron_VI__HTH (CDS_0035)

36 37 38

IMGVR_UViG_3300045988_099800|3300045988|Ga0495776_014300: 19,391-28,117 (+)

34 capH (CDS_0035)
Retron_VI__HTH (CDS_0036)

37 38 39 40

uvig_184418: 16,545-24,161 (+)

22 23 24 27 28
PDC-M69A_WP_216276383.1 (CDS_0029)

30 31 32

MGV-GENOME-0207059: 19,795-27,251 (+)

transcriptional regulator (CDS_0037)
38 39 43 44 ParB-like partition nuclease (CDS_0045)

IMGVR_UViG_3300045988_089602|3300045988|Ga0495776_153099: 19,861-25,246 (+)

capH (CDS_0030) 31 DruM2_00009 DNA (CDS_0035) 36

MGV-GENOME-0257004: 19,861-25,246 (+)

DruM2_00009 DNA (CDS_0035) 36

IMGVR_UViG_3300045988_119997|3300045988|Ga0495776_177987: 21,369-29,179 (+)

31 37 capH (CDS_0039)
Retron_VI__HTH (CDS_0040)

41 44 45

MGV-GENOME-0270323: 22,359-31,492 (+)

capH (CDS_0037) 38 39
Mu Gam-like end protection (CDS_0044)

45 46

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047)

MGV-GENOME-0278834: 22,135-30,784 (+)

37
PDC-M69A_WP_216276383.1 (CDS_0038)

39 40 41
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0046)

47

3000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


