
SRS064276_a1_ct1284_vs1: 33,143-52,513 (+)

34

pre-neck appendage protein (CDS_0035)
36

37 38 39 40
41

42 43 44 45
46

47

mads_8 (CDS_0048)

49

DNA invertase (CDS_0050)

51
52

anaerobic ribonucleotide reductase small subunit (CDS_0053)
anaerobic ribonucleoside reductase large subunit (CDS_0054)

HEase_00016 homing (CDS_0055)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0056)

HNH endonuclease (CDS_0057)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0058)

59

IMGVR_UViG_3300008728_000307|3300008728|Ga0115675_100025|101470-217692: 33,143-48,636 (+)

40
41

42 43 44 45 46

MGV-GENOME-0373090: 28,324-42,919 (+)

33
34

35 36

IMGVR_UViG_3300045988_132406|3300045988|Ga0495776_016188: 14,032-30,135 (-)

3435363738
39

4042

uvig_101808: 10,235-26,420 (-)

integrase (CDS_0029)303132
33

34

IMGVR_UViG_3300029420_000250|3300029420|Ga0243803_100002|248459-356110: 27,103-42,536 (+)

33 34
35

3637 38 39

MGV-GENOME-0372874: 29,295-41,623 (+)

35
tRNA-Leu(TAA)

36 37

IMGVR_UViG_3300045988_133090|3300045988|Ga0495776_180940: 11,500-23,856 (-)

DNA invertase (CDS_0030)31

IMGVR_UViG_3300045988_144791|3300045988|Ga0495776_174114: 29,458-47,589 (+)

36
37

38 39 40 41 42 50

IMGVR_UViG_3300045988_141311|3300045988|Ga0495776_181674: 30,616-45,085 (+)

37 38 39 40

IMGVR_UViG_3300029343_000517|3300029343|Ga0243725_1000011|189070-298263: 28,560-43,893 (+)

33
34

35 36 37 38 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0043)

MGV-GENOME-0379648: 26,318-38,383 (+)

31
32

33 34 35 37 38 39

MGV-GENOME-0369490: 29,037-43,115 (+)

33
34

35 36
integrase (CDS_0037)

38

IMGVR_UViG_3300045988_138244|3300045988|Ga0495776_016193: 30,089-44,182 (+)

35
36

37 38 39 40

MGV-GENOME-0379318: 27,665-44,254 (+)

31
32

33 34 35
36

37 38 39 40 41

IMGVR_UViG_3300045988_130137|3300045988|Ga0495776_181040: 26,519-41,498 (+)

31
32

33 34 35 36 39 41
guanylate kinase (CDS_0042)

43 44

Ma_2019_SRR413751_NODE_100_length_131794_cov_42.165327: 8,974-44,742 (-)

28293031

vanZ-A-NCBIFAM glycopeptide resistance protein VanZ-A (NF033125.2) (CDS_0032)

333435
acetyltransferase (CDS_0036)

37

DnaC-like helicase loader (CDS_0038)

394041DNA helicase (CDS_0042)43

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0044)

454647
48

49

MGV-GENOME-0373561: 8,974-27,227 (-)

282930313233
34

35

MGV-GENOME-0370425: 27,100-43,683 (+)

virion structural protein (CDS_0033)

34 35 36
37

38

integrase (CDS_0039)

anaerobic ribonucleoside reductase large subunit (CDS_0042)

MGV-GENOME-0370016: 8,805-24,998 (-)

integrase (CDS_0025)262728
virion structural protein (CDS_0029)

10000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function

defence (PADLOC) AMR (AMRFinderPlus) tRNA pseudogene


