HNH endonuclease (CDS_0070)
anti-RM (AP1S192) (CDS_0066)
68 DNA polymerase (CDS_0076) RecJ-like ssDNA exonuclease (CDS_0079)
67T 69 71 72 73 74 recD_IV-D_1(CDS_0075) 77 78 DNA primase (CDS_0080)

K K |

— —
IMGVR_UViG_3300045988_144791|3300045988|Ga0495776_174114:54,894-68,611 (+)
72 73 76

¢ =K Kaa@E—a X KX K { |

IMGVR_UViG_3300045988 141311|3300045988|Ga0495776_181674:52,844-66,887 (+)
RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0080)
cysH_IV-B_1 (CDS_0082)
76 81 83 84

I — I |
IMGVR_UViG_3300008728_000307|3300008728|Ga0115675_100025[101470-217692:57,010-73 407 (+)
cysH_IV-B_1 (CDS_0071)

65 66 67 69 70 72

C K akaEaaaeTT T = T K X K

I I N
IMGVR_UViG_3300029343_000517|3300029343|Ga0243725_1000011|189070-298263:51,673-68,667 (+)
cysH_IV-B_1 (CDS_0068)
66 67 69

aa@aacrc—aE HC 3 ¢ |

I I
IMGVR_UViG_3300045988_130137|3300045988|Ga0495776_181040: 50,348-63,152 (+)
1 143 141140 139 138
|
¢ aaaaKae X } § K
l __ I
IMGVR _UViG_3300045988_132406|3300045988|Ga0495776_016188:1-2,587 (-); 101,447-113,345 (-)
cysH_IV-B_1 (CDS_0072)
69 70 71 73

|

KA ¢ } ( K
I | —
MGV-GENOME-0370425:54,407-66,830 (+)
RM_Type_ll_Type_ll_MTases_ FAM_1 (CDS_0131)

DNA methyltransferase (CDS_0005) cysH_IV-B_1 (CDS_0128)

6 3 132 130 129 127

[ —C < K

I I I
IMGVR _UViG_3300045988_141753|3300045988|Ga0495776_016385: 1-3,426 (-); 95,906-110,102 (-)
RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0129)
cysH_IV-B_1 (CDS_0126)
130, 128 127 125

{ —C X K K

— —
MGV-GENOME-0370016: 94,149-108,009 (-)

cysH_IV-B_1(CDS_0153)
155
5 156 154 152 151

K IC KK KA K K<
Ma_2019_SRR413751_NODE_100_length_131794_cov_42.165327: 1-3,210 (-); 118,614-131,794 (-)
cysH_IV-B_1(CDS_0139)
141
142 [140 138 137

CIadCK K < [ — K K

— "
MGV-GENOME-0373561:101,099-113,958 (-)
75 76

& — { | K K |

MGV-GENOME-0379318:57,291-68,751 (+)
RM_Type_Ill__Type_ll_MTases_FAM_1 (CDS_0073)
DNA methyltransferase (CBS_OO72)
64 70 ‘ 74 75 76 77 78

(O OO G G G O 000 S0 e S oy O O o O

I I |
IMGVR _UViG_3300045988 138244|3300045988|Ga0495776_016193:53,568-72,941 (+)
RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0050)
cysH_IV-B_1 (CDS_0052)

51 | 583
A e KCKiEeEe T @EETC ¢ FC K

|
uvig 542694:29,986-47,998 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0062)
DNA methyltransferase (C6$_0061) cysH_IV-B_1 (CDS_0065)
53 | 63 64 66

K KaEE@ERG@E a0 |

I I I I
IMGVR_UViG_3300045988_137048|3300045988|Ga0495776_163681: 45,243-63,490 (+)
RM_Type_lI_Type_ll_MTases_FAM_4 (CDS_0057)
55 58 59 60 61 62 63

ad &K ddEdd@m@Eamoac a0 g — K

— — e —
uvig_309721:43,441-60,485 (+)

terminase large subunit (CDS_0001)
136 134
9 4 3 2 137 [ 135 | 133

—— —
uvig_101808:1-5,127 (-); 98,551-109,356 (-)

t 7000 nt i
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) anti-defence (dbAPIS)
N




