
MGV-GENOME-0373561: 1,475-7,102 (+)

anti-RM (APIS192) (CDS_0004)
5 6 7 8 9 10 11 12 13 14 15 16

IMGVR_UViG_3300045988_141311|3300045988|Ga0495776_181674: 46,690-53,680 (-)

52RM_Type_II__Type_II_MTases_FAM_2 (CDS_0057)606162

Ma_2019_SRR413751_NODE_100_length_131794_cov_42.165327: 130,946-131,794 (+); 1-7,102 (+)

terminase large subunit (CDS_0001)
2 3 7 8 9157 158

MGV-GENOME-0379318: 48,118-52,525 (-)

6162

IMGVR_UViG_3300045988_132406|3300045988|Ga0495776_016188: 1,751-12,201 (+)

DNA methyltransferase (CDS_0006)
phosphoesterase (CDS_0007)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0008)
HEase_00016 homing (CDS_0009)

ZorD1_00007 SWI2/SNF2 (CDS_0010) 13 14

uvig_101808: 2,132-9,736 (+)

MTase_II_00174 Type (CDS_0010)
DNA methyltransferase (CDS_0011)

12 17 guanylate kinase (CDS_0018)

IMGVR_UViG_3300045988_130137|3300045988|Ga0495776_181040: 40,128-48,263 (-)

48
DNA methyltransferase (CDS_0049)

MTase_II_00174 Type (CDS_0050)

51

IMGVR_UViG_3300008728_000307|3300008728|Ga0115675_100025|101470-217692: 49,135-57,846 (-)

63

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0064)
MTase_II_00174 Type (CDS_0065)

66RM_Type_II__Type_II_MTases_FAM_1 (CDS_0072)

4000 nt

head and packaging other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


