
MGV-GENOME-0371099: 31,423-41,474 (+)

anti-RM (APIS072) (CDS_0049)
50 51 52 53 54 55 56 57 58 59 60 61 62 63 64 65 66 67

IMGVR_UViG_3300045988_152949|3300045988|Ga0495776_016685: 28,167-37,983 (+)

50 51 55 56 57 62

MGV-GENOME-0369067: 24,206-34,965 (+)

45 47 52 53 54 58

MGV-GENOME-0370099: 29,335-39,210 (+)

53 54 55 56

IMGVR_UViG_3300045988_153854|3300045988|Ga0495776_016660: 29,993-38,859 (+)

50 53 54 55 56

MGV-GENOME-0369854: 29,993-39,479 (+)

53 54 55 56 61 63

MGV-GENOME-0370078: 30,425-39,179 (+)

54 55 56

IMGVR_UViG_3300030432_000030|3300030432|Ga0134576_100018: 28,029-39,090 (+)

48 50 53 54 55 56 57 61 62 63 64

IMGVR_UViG_3300045988_151707|3300045988|Ga0495776_016382: 29,188-40,769 (+)

56 57 58 59 60 64

IMGVR_UViG_3300045988_157659|3300045988|Ga0495776_034801: 27,090-37,799 (+)

54 55 56 57 61

MGV-GENOME-0369697: 24,105-35,180 (+)

50 51 52 53

IMGVR_UViG_3300045988_160321|3300045988|Ga0495776_016440: 28,461-42,381 (+)

52 53

Type_V_V_U4 Cas12 (CDS_0054)

5556
transposase (CDS_0057)

58

MGV-GENOME-0370945: 28,461-42,381 (+)

52 53

Type_V_V_U4 Cas12 (CDS_0054)

5556
transposase (CDS_0057)

58

MGV-GENOME-0374647: 30,912-42,424 (+)

56 57 58 59 60 62 63 64 65 66 67 70 71

IMGVR_UViG_3300045988_164614|3300045988|Ga0495776_034821: 32,476-46,920 (+)

53 59 60
Type_V_V_U4 Cas12 (CDS_0061)

62 63 68 71

5000 nt

integration and excision transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


