
IMGVR_UViG_3300045988_160321|3300045988|Ga0495776_016440: 8,167-19,723 (+)

11
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0012)

13 14 15 16 17 18 19 20
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0021)

22 23 24 25 26 27 28

MGV-GENOME-0370945: 8,167-19,723 (+)

16 19 20

IMGVR_UViG_3300045988_152949|3300045988|Ga0495776_016685: 7,555-19,479 (+)

15
gcu233__gcu233 (CDS_0016)

17 22 23 24 26

MGV-GENOME-0374647: 10,414-19,639 (+)

19 DISARM_2__drmMII (CDS_0021) 24 25

IMGVR_UViG_3300045988_155264|3300045988|Ga0495776_092490: 10,013-17,308 (+)

20 21 DEDDh_I_II_III_IV_V_VI_1 (CDS_0028)

IMGVR_UViG_3300045988_157659|3300045988|Ga0495776_034801: 6,156-17,737 (+)

DNA methyltransferase (CDS_0013) 14 15 18 19
20

21

MGV-GENOME-0369125: 8,222-19,203 (+)

13 15 18 19 20

4000 nt

other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


