
MGV-GENOME-0369067: 17,883-24,748 (+)

31 32 33 34 35 36 37 38 39 40 41 42 43 anti-RM (APIS072) (CDS_0044)

MGV-GENOME-0370945: 21,434-26,532 (+)

37 38 39 40

MGV-GENOME-0370099: 18,691-26,504 (+)

27
MTase_II_00094 Type (CDS_0028)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0029)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0030)

31 32 35 36 42

MGV-GENOME-0370078: 20,091-27,769 (+)

36 37 38 39 40 43

MGV-GENOME-0369854: 20,358-27,501 (+)

36 37 38 39 43

IMGVR_UViG_3300045988_155264|3300045988|Ga0495776_092490: 18,518-26,129 (+)

36 37 40 41

MGV-GENOME-0374647: 22,515-31,172 (+)

42 43 46 47 48 49 50 51 53

IMGVR_UViG_3300045988_164614|3300045988|Ga0495776_034821: 22,847-30,532 (+)

39 40 41 42 43

MGV-GENOME-0371099: 20,515-31,965 (+)

38 40 41 46 47 48

IMGVR_UViG_3300045988_151707|3300045988|Ga0495776_016382: 20,636-29,730 (+)

Type_V_V_U4 Cas12 (CDS_0034)
transposase (CDS_0035)

40 41 42 44 46

MGV-GENOME-0369697: 17,347-24,647 (+)

35 36 39

4000 nt

integration and excision unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


