
MGV-GENOME-0374647: 63,629-71,951 (+)

106 107 108 109 110 111 112 113 114 115 116 117 118

MGV-GENOME-0370078: 57,390-66,041 (+)

94 95 96 97 98 103

MGV-GENOME-0371099: 60,159-68,564 (+)

97 99 100 101 102 MTase_II_00074 Type (CDS_0103)

MGV-GENOME-0369579: 54,503-62,686 (+)

91 92 93 94 95

MGV-GENOME-0369854: 57,887-66,430 (+)

92 93 94 95 96 97 MTase_II_00074 Type (CDS_0098)

IMGVR_UViG_3300045988_164614|3300045988|Ga0495776_034821: 61,178-70,185 (+)

93 94 95 96 100 101 102

IMGVR_UViG_3300045988_152949|3300045988|Ga0495776_016685: 57,216-64,662 (+)

98 99 MTase_II_00074 Type (CDS_0100)

MGV-GENOME-0369067: 51,498-62,452 (+)

85 87 88 90 91 93 94 95 96 97 MTase_II_00074 Type (CDS_0098)

MGV-GENOME-0370099: 55,480-65,330 (+)

88 89 92 93 94 95

4000 nt

unknown function defence (PADLOC)


