Kil protein for bacterial septation inhibition (CDS_0031) Cll-like transcriptional activator (CDS_0042)

Erf-like ssDNA anﬁgzaling protein (CDS_0029) transcriptional repressa"TCDS 0041) NinB/ Orf homologous recombination mediator (CDS_0049)
HNH endonuclease (CDS_0036) “replication initiation O-like (CDS_0044)
recombinase (CDS_0030) tRNA-Thr(CGT) Cl-like repressor (CDS _( 0040) ‘ DNA primase (CDS_0047)
| | 32 33 34 35 37 T 38 39 tail protein (CDS_0043) 45 46 | 48 | 50
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TemPhD_cluster 41713:25,235-35,569 (+)
anti-termination protein N-like (CDS_0034)
transcriptional repressor (CDS_0039)
Cl-like repressor (CDS_BBSS)
33 35 36 37 \ Cll-like transcriptional activator (CDS_0040) 44 45 46 47
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TemPhD_cluster_29516:25,450-34,586 (+)
anti-termination protein N-like (CDS_0035)
32 33 34 36 37 38

TemPhD_cluster 49576:24,562-29,840 (+)
CllI-like transcriptional activator (CDS_0045)

PDC-M24B_WP_194058944.1 (CDS_0041)
38 39 40 42 43 44 47 48
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TemPhD_cluster_21023:27,702-38,072 (+)
PDC-M24B_WP_194058944.1 (CDS_0035)
32 33 34 36 37 38  Cll-like transcriptional activator (CDS_0039) 43

TemPhD_cluster_27405: 24,906-35,045 (+)
CllI-like transcriptional activator (CDS_0040)
PDC-M24B_WP_194058944.1 (CDS_0036)
transcriptional repressor (CDS_0038)
33 34 35 37 39 | 41 42 43 46 47 4849
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TemPhD_cluster_49393:25,230-36,191 (+)
CllI-like transcriptional activator (CDS_0039)
DNA primase/helicase (CDS_0042)
68 34 35 36 37 38 40 41 43 48

i

TemPhD_cluster_42016:25,214-36,349 (+)
anti-termination protein N-like (CDS_0036)
Ral anti-RM (APIS009) [CDS_0035)
PDC-M24B_WP_194058944.1 (CDS_0038) ClI-like transcriptional activator (CDS_0042)
HNH endonuclease (CDS_0034) Cl-like repressor (CDS_0040)
32 33 ‘ 37 39 transcriptional repressor (CDS_0041)
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TemPhD_cluster_42043: 24,405-35,717 (+)
anti-termination protein N-like (CDS_0037)

35 36 38 39 Cll-like transcriptional activator (CDS_0040)
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TemPhD_cluster_24625:26,202-35,434 (+)

32 33 34 35 36 37 38 39 40

TemPhD_cluster_50223:24,410-34,081 (+)
CllI-like transcriptional activator (CDS_0037)
anti-termination protein N-like (CDS_0034)
33 35 36 38 39 40 43 44
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TemPhD_cluster_30040: 24,467-35,357 (+)

retron_type_VI_hth_cluster2_1 (CDS_0035)

& | B 34 T 36 37 38 39 40 41 42 43
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TemPhD_cluster 49670 24,860-35,354 (+)
CllI-like transcriptional activator (CDS_0037)
retron_type_VI_hth_cluster2_1 (CDS_0036)
33 34 35 T 39 40
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TemPhD cluster 61128 25,450-34,936 (+)
retron_type_VI_hth_cluster2_1 (CDS_0035)
anti-termination protein N-like (CDS_0033) CllI-like transcriptional activator (CDS_0036)
32 transcriptional repressor (CDS_0034) HNH endonuclease (CDS_0041)
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TemPhD_cluster 23544 :25,288-35,152 (+)
retron_type_VI_hth_cluster2_1 (CDS_0038)
anti-termination protein N-like (CDS_0036)T CllI-like transcriptional activator (CDS_0039)
33 34 35 transcriptional repressor (CDS_0037)
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TemPhD, cluster 42056 25,450-35,468 (+)
anti-termination protein N-like (CDS_0033)
transcriptional regulator (CDS_0035)
32 34 CllI-like transcriptional activator (CDS_0036)
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TemPhD_cluster_27536:25,288-35,086 (+)

Ral anti-RM (API1S009) (CDS_0035) PDC-M24B_WP_194058944.1 (CDS_0039)
superinfection exclusion (CDS_0036) transcriptional repressor (CDS_0041)
34 \ 37 38 40 42 Cll-like transcriptional activator (CDS_0043)
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TemPhD_cluster_41417:24,951-37,508 (+)
CllI-like transcriptional activator (CDS_0040)

anti-termination protein N-like (CDS_0035) transcriptional repressor (CDS_0039)
transcriptional repressor (ESS_OOQB)
33 34 36 37 | | 41 42 43 44
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TemPhD_cluster_35998 :24,449-36,306 (+)
5000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (PADLOC)
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anti-defence (dbAPIS)

tRNA  pseudogene
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