
ivig_3512: 15,836-29,599 (+)

19 20 21
endolysin (CDS_0022)

23 24 25 integrase (CDS_0026)
PDC-S05_WP_205747975.1 (CDS_0027)

28

transcriptional regulator (CDS_0029)

30

retron_type_VI_hth_cluster2_1 (CDS_0031)

32 33 3435 36 37 38

anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0039)

40

IMGVR_UViG_2802429567_000001|2802429567|2802488975|68826-107746: 15,836-26,433 (+)

PDC-S05_WP_205747975.1 (CDS_0024) 25 26 27
retron_type_VI_hth_cluster2_1 (CDS_0028)

29 30

IMGVR_UViG_3300045988_097527|3300045988|Ga0495776_127876: 13,599-24,782 (+)

17 tail protein (CDS_0018) 22 23

PDC-S05_WP_205747975.1 (CDS_0024)

25
26

transcriptional regulator (CDS_0027)

28

retron_type_VI_hth_cluster2_1 (CDS_0029)

30 31 32 33

uvig_490858_: 15,782-28,023 (+)

PDC-S05_WP_205747975.1 (CDS_0027) 28
29

transcriptional regulator (CDS_0030)

31

retron_type_VI_hth_cluster2_1 (CDS_0032)

33 34 38 39

IMGVR_UViG_3300045988_103992|3300045988|Ga0495776_178401: 15,782-26,446 (+)

PDC-S05_WP_205747975.1 (CDS_0025) 26
27

transcriptional regulator (CDS_0028)

29

retron_type_VI_hth_cluster2_1 (CDS_0030)

31 32

MGV-GENOME-0360168: 16,708-27,760 (+)

25

PDC-S05_WP_205747975.1 (CDS_0027)

28
29

30 31 32 39

IMGVR_UViG_3300029436_000427|3300029436|Ga0243833_1000021|173511-213906: 15,785-27,493 (+)

23

PDC-S05_WP_205747975.1 (CDS_0025)

26
27

28 29 30 31 34

IMGVR_UViG_3300008479_000374|3300008479|Ga0114883_1000116|14167-54949: 15,797-27,762 (+)

AbiD__AbiD (CDS_0025)
26

27
28 29 30

IMGVR_UViG_3300029611_000289|3300029611|Ga0245149_100018|221571-261923: 15,826-27,678 (+)

25

transcriptional regulator (CDS_0026)
Retron_VI__HTH (CDS_0027)

28 29

uvig_391380: 15,785-28,735 (+)

27 28
capH (CDS_0029)

30 31 32

MGV-GENOME-0319318: 15,785-27,353 (+)

25 26
capH (CDS_0027)

28 29 30

IMGVR_UViG_3300045988_072256|3300045988|Ga0495776_071716: 15,492-25,362 (+)

PDC-S05_WP_205747975.1 (CDS_0024)
capH (CDS_0025)

26 27 28

MGV-GENOME-0269215: 15,492-25,362 (+)

22

PDC-S05_WP_205747975.1 (CDS_0024)
capH (CDS_0025)

26 27 28

uvig_488461: 15,826-29,568 (+)

PD-Lambda-1_WP_005960421.1 (CDS_0027)
transcriptional repressor (CDS_0028)

29 30 31

5000 nt

integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


