
IMGVR_UViG_3300029436_000427|3300029436|Ga0243833_1000021|173511-213906: 24,265-27,826 (+)

32 33 34 35 36 37
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0038)

39 40

uvig_339399: 3,814-7,361 (+)

10 11 14

SRS149325_a1_ct15765_vs01: 24,975-29,497 (+)

33 34 40 41

IMGVR_UViG_3300029611_000289|3300029611|Ga0245149_100018|221571-261923: 20,295-28,011 (+)

integrase (CDS_0024) 25 transcriptional regulator (CDS_0026)
Retron_VI__HTH (CDS_0027)

28 29 31 32

IMGVR_UViG_3300008479_000374|3300008479|Ga0114883_1000116|14167-54949: 20,230-28,097 (+)

AbiD__AbiD (CDS_0025) 26 27 28 29 30 32 33

IMGVR_UViG_3300045988_103992|3300045988|Ga0495776_178401: 25,012-28,824 (+)

34 35 36 37

MGV-GENOME-0360168: 25,365-29,168 (+)

35 36

uvig_402545: 7,926-14,025 (+)

9 10 capH (CDS_0011) 12 13 14 17

3000 nt

integration and excision transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


