
uvig_311976: 21,499-47,022 (+)

endolysin (CDS_0029)
capH (CDS_0030)

31
32

33

SspBCDE__SspD_2 (CDS_0034)

SspB_00009 SspB (CDS_0035)
SspC_00010 SspC (CDS_0036)

SspA_00001 SspA (CDS_0037)
38 39

PbeC_00033 PbeC (CDS_0040)
41

COG3513 CAS-II-A,CAS-II-B,CAS-II-C; (CDS_0042)
Cas1_II_WP_078484493.1 (CDS_0043)

cas2_I_II_III_IV_V_VI_6 (CDS_0044)

45 46
tRNA-Trp(CCA)

47
48

49

RelE-like toxin (CDS_0050)
Retron_VI__HTH (CDS_0051)

uvig_376964: 20,410-45,024 (+)

SspBCDE__SspD_2 (CDS_0034)
SspB_00009 SspB (CDS_0035)

SspC_00010 SspC (CDS_0036)
SspA_00001 SspA (CDS_0037)

38 39
PbeC_00033 PbeC (CDS_0040)

41

COG3513 CAS-II-A,CAS-II-B,CAS-II-C; (CDS_0042)
Cas1_II_WP_078484493.1 (CDS_0043)

cas2_I_II_III_IV_V_VI_6 (CDS_0044)

45

uvig_98738: 20,271-45,690 (+)

SspBCDE__SspD_2 (CDS_0034)
SspB_00009 SspB (CDS_0035)

SspC_00010 SspC (CDS_0036)
SspA_00001 SspA (CDS_0037)

38 39

PbeC_00033 PbeC (CDS_0040)

41 42
COG3513 CAS-II-A,CAS-II-B,CAS-II-C; (CDS_0043)

Cas1_II_WP_078484493.1 (CDS_0044)

cas2_I_II_III_IV_V_VI_6 (CDS_0045)

46

SAMEA2737784_b1_ct83_vs2: 21,802-41,476 (+)

SspBCDE__SspD_2 (CDS_0035)
SspB_00009 SspB (CDS_0036)

SspC_00010 SspC (CDS_0037)
SspA_00001 SspA (CDS_0038)

39 40
PbeC_00033 PbeC (CDS_0041)

42

cas9_II-A_II-B_II-C_1 (CDS_0043)

48

uvig_39902: 21,032-48,374 (+)

SspBCDE__SspD_2 (CDS_0034)
SspB_00009 SspB (CDS_0035)

SspC_00010 SspC (CDS_0036)
SspA_00001 SspA (CDS_0037)

38 39
PbeC_00033 PbeC (CDS_0040)

41

COG3513 CAS-II-A,CAS-II-B,CAS-II-C; (CDS_0042)

Cas1_II_WP_078484493.1 (CDS_0043)
cas2_I_II_III_IV_V_VI_6 (CDS_0044)

45 49
capH (CDS_0050)

uvig_564293: 20,631-42,950 (+)

SspBCDE__SspD_2 (CDS_0035)
SspB_00009 SspB (CDS_0036)

SspC_00010 SspC (CDS_0037)
SspA_00001 SspA (CDS_0038)

39
40

41

transposase (CDS_0042)
esterase/lipase (CDS_0043)

44 45 46

uvig_372561: 18,373-28,733 (+)

Lamassu-Fam__LmuA_effector_Cap4_nuclease_II (CDS_0031)

32
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0033)

34

SAMEA2579964_a1_ct2872: 19,956-31,507 (+)

Lamassu-Fam__LmuA_effector_Cap4_nuclease_II (CDS_0033)

34
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0035)

36

uvig_248926: 21,292-31,933 (+)

Lamassu-Fam__LmuA_effector_Cap4_nuclease_II (CDS_0035)

36
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0037)

38

IMGVR_UViG_3300045988_126645|3300045988|Ga0495776_136079|429-46768: 21,397-27,494 (+)

35

MGV-GENOME-0300217: 20,403-27,132 (+)

34

10000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


