
IMGVR_UViG_3300006458_000003|3300006458|Ga0100175_100534: 14,667-25,216 (+)

22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37

SRS019488_a1_ct10863_vs1: 1,893-12,329 (-)

81213141516

SRS045638_a1_ct8763: 15,157-25,478 (+)

29 30 31 32 33

IMGVR_UViG_3300022580_000028|3300022580|Ga0248024_115: 14,604-24,526 (+)

25 28 29 30 31

SRS044662_a1_ct11298: 15,179-25,120 (+)

26 29 30 31 32

IMGVR_UViG_7000000029_000057|7000000029|SRS042131_WUGC_scaffold_59238: 14,200-24,350 (+)

21 24 27 28 29 30 31

IMGVR_UViG_3300007125_000004|3300007125|Ga0102700_1000667: 14,650-25,208 (+)

28 29 30 31 32 34 35 39

MGV-GENOME-0208538: 14,205-24,921 (+)

endolysin (CDS_0027)
Tad1 anti-Thoeris (APIS024) (CDS_0028)

29 30 31 32 33 34

SAMN11031435_a1_ct38373_vs1: 12,039-22,351 (+)

endolysin (CDS_0021)
Tad1 anti-Thoeris (APIS024) (CDS_0022)

23 24 25 26 27

MGV-GENOME-0203677: 14,651-24,032 (+)

28 29 30

SRS064014_a1_ct36681_vs1: 15,135-24,468 (+)

28 29

IMGVR_UViG_3300045988_163302|3300045988|Ga0495776_153103: 14,650-24,774 (+)

28 29 32

IMGVR_UViG_3300045988_126782|3300045988|Ga0495776_019782: 14,287-23,671 (+)

24 27 28

Shkoporov_2019_SRR9161589_NODE_71_length_25381_cov_27.175472: 11,509-21,103 (+)

20 21 22

IMGVR_UViG_3300045988_114758|3300045988|Ga0495776_175890: 12,991-22,500 (+)

20 25 28 29 30

MGV-GENOME-0182487: 13,006-20,461 (+)

25

IMGVR_UViG_3300045988_130000|3300045988|Ga0495776_076732: 14,192-24,415 (+)

endolysin (CDS_0027) 28
PDC-S22_WP_003530377.1 (CDS_0029)

30 31

IMGVR_UViG_3300045988_102532|3300045988|Ga0495776_151430: 12,993-21,564 (+)

25 endolysin (CDS_0027) 28 29

SRS065299_a1_ct3384_vs1: 13,004-22,382 (+)

25 28 29 30

SRS015590_a1_ct15210_vs1: 12,991-22,388 (+)

26

SRS056896_a1_ct22437_vs1: 12,978-21,846 (+)

25

TemPhD_cluster_63922: 191-10,008 (-)

9

SRS051060_a1_ct32439_vs1: 14,650-25,916 (+)

28 29 30 31 32 35 36 37 38 39 40

4000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) anti-defence (dbAPIS)


