DS-34__DS-34A (CDS_0036)

tail protein (CDS_0032) DNA ligase (CDS_OOSE)
28 29 30 31 33 34 | 37 38 3940 4142
1 I SN S R E——
IMGVR_UViG_2657244928 000003|2657244928|2657247343(1181899-1214264:20,213-31,387 (+)

DNA ligase (CDS_0031)

E

TemPhD cluster 44381:19,070-29,311 (+)

N
~
w
=

38

i

TemPhD. cluster 52537:18,406-28,865 (+)
DNA ligase (CDS_0032)

N
©

TemPhD_cluster_52227:20,163-30,033 (+)
DNA ligase (CDS_0031)

TemPhD_cluster_22970:19,377-29,034 (+)

w
T E
I w

©

TemPhD_cluster_38327:18,819-28,842 (+)
DNA ligase (CDS_0033)

&

e N | E—
IMGVR_UViG_2913097827_000004|2913097827|2913097827|4520755-4553037: 26,223-30,973 (+)

cell division inhibitor (CDS_0037)

w
w
w
oo

|
|
|
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!

AY135486.1:23,977-30,035 (+)
RNA-binding proteln(CDS 0041)
DEDDh_I_II_IN_IV_V_VI_ 1(CDS 0039)
nicking at origin of replication (CDS_0001)
cell division inhibitor (CDS_0035) 36 37 40 | 2

|
|
|
[
I
|4

TemPhD_cluster_38272:22,403-29,762 (+); 1-2,526 (+)
cell division inhibitor (CDS_0036) 37 38 40

N
ey

TemPhD_cluster_33831:23,734-30,841 (+); 1-2,520 (+)
42 queuine tRNA-ribosyltransferase (CDS_0043)

uvig_369583: 25,969-29,997 (+)
DNA polymerase exonuclease subunit (CDS_0041) 42

I
IMGVR_UViG_2558860449_000005|2558860449]2558890597|11864-43124:27,387-31,260 (+)

44 45 RNA-binding protein (CDS_0046)

IMGVR_UViG_2582580932_000002|2582580932|2582672337|86290-119099:28,973-32,808 (+)
DEDDh_I_II_III_IV_V_VI_1 (CDS_0042) 43 RNA-binding protein (CDS_0044)

IMGVR_UViG_2531839377_000011|2531839377]2531892767|129486-161708:28,201-32,221 (+)

|!'h
ey

IMGVR_UViG_2667527471_000001|2667527471]2667541892|1242905-1275314: 28,770-32,289 (+)
40 41

IMGVR_UViG_2558860448_000004|2558860448|2558890423|38349-70963:29,078-32,613 (+)

cell division inhibitor (CDS_0037)
33 |38

I N DR S E—
IMGVR_UViG_2917886563 000008|29 886563|2917886585|287402-316508: 22,674-28,505 (+)
cell division inhibitor (CDS_0035) 36

I
NC_029003.2:22,667-28,624 (+)
32 cell division inhibitor (CDS_0038) 39

IMGVR_UViG_2917855067 OOOOO4|2917855067\2917855071I107534 137300 22,455-29,165 (+)
cell division inhibitor (CDS_0036) 37

I R g SUSSS— O S——— RS,
IMGVR_UViG_2724679262_000004|2724679262|2724721235|12644-43879:23,756-30,635 (+)

33 34 cell division inhibitor (CDS_0040) 41
o t——C K C_DEOUDID

IMGVR_UVIG_2791355124_000004|2791355124|2791379198|7616-40938: 25,242-33,048 (+)

PDC-M01B_WP_210672662.1 (CDS_0035)
PDC-M01A_WP_095609940.1 (CDS_0036) cell division inhibitor (CDS_0042) 43

e R 1 o M [
IMGVR_UViG_2541047764_000008|2541047764|2541171510|16544-48768:24,158-32,180 (+)

DS-34__DS-34A (CDS_0035) 3839

IMGVR _UVIG 2554235125 000005|2554235125|2554262748[135411-164949:23,564-29,445 (+)
cell division inhibitor (CDS_0038) 39

iy

IMGVR_UVIG_2554235429 OOOOO7|2554235429\2554308992|4102973 4135327 24,549-31,428 (+)
cell division inhibitor (CDS_0035) 36

IMGVR_UViG_2563366842_000009|2563366842|2563393188|231230-260880: 23,126-28,724 (+)
cell division inhibitor (CDS_0037) 38 39

5

IMGVR_UViG_2757320579. OOOOOZ|2757320579\2757368152|699459 730391 23,516-30,392 (+)
cell division inhibitor (CDS_0039) 40

i

IMGVR_UViG_2939086508_000006|2939086508]2939086508|2177364- 2209406 23,848-30, 934( )

DNA ligase (CDS_0031) cell division inhibitor (CDS_0035)

TemPhD_cluster_33865:20,329-29,900 (+)
cell division inhibitor (CDS_0041) 42

s —
IMGVR_UViG_2531839531_000012(2531839531|2531907868|3-31356:27,215-31,309 (+)

cell division inhibitor (CDS_0034) 35 DNA polymerase exonuclease subunit (CDS_0038)

L —
IMGVR_UViG_3300045988_087452|3300045988|Ga0495776_076621:20,865-28,903 (+)

cell division inhibitor (CDS_0034) 35

MGV-GENOME-0205679:21,347-28,903 (+)
cell division inhibitor (CDS_0037) 36

T — —
TemPhD_cluster_63541:1-1,623 (-); 22,487-30,173 (-)

cell division inhibitor (CDS_0036) 37

TemPhD_cluster_16667:23,672-30,363 (+); 1-2,526 (+)
cell division inhibitor (CDS_0038) 39 42 43

I I
TemPhD_cluster_52274:23,409-31,144 (+); 1-2,526 (+)
cell division inhibitor (CDS_0037) 38

I I O N
TemPhD_cluster_52535:23,299-29,987 (+); 1-2,525 (+)

cell division inhibitor (CDS_0036) 37

TemPhD_cluster_28486:23,263-29,828 (+); 1-2,532 (+)
cell division inhibitor (CDS_0036) 37 41

TemPhD_cluster_30745:22,837-30,108 (+); 1-2,526 (+)
cell division inhibitor (CDS_0035) 36 queuine tRNA-ribosyltransferase (CDS_0040)

TemPhD_cluster_15532:22,560-29,627 (+); 1- 2523( )
cell division inhibitor (CDS_0035) 36 cysH_IV-B_1 (CDS_0040)

TemPhD_cluster_19053:22,400-29,596 (+); 1- 2517( )
cell division inhibitor (CDS_0037) 38

TemPhD_cluster_63205_:24,593-31,655 (+ ) 1-2,526 (+)
cell division inhibitor (CDS_0038) 39

TemPhD_cluster_63471_:23,999-30,498 (+ ) 1-2,531 (+)
cell division inhibitor (CDS_0038) 39

TemPhD_cluster_33816:23,993-30,878 (+); 1-2,531 (+)
RNA-binding protein (CDS_0040)

cell division inhibitor (CDS_0036) 37 phosphoadenosine phosphosulfate reductase (CDS_0042)
I I E— ! " @» - "}y ]
TemPhD_cluster 44112:23,877-31,400 (+); 1-2,523 (+)

cell division inhibitor (CDS_0035) 36 42
e ——— | e e e -
TemPhD_cluster_44294:22,881-30,375 (+); 1-2,526 (+)

2 cell division inhibitor (CDS_0006) 7

T g O o O SO o W B o T/ N —
TemPhD_cluster_63645:28,131-29,736 (+); 1-7,986 (+)

cell division inhibitor (CDS_0035) 36 39
[ gy SO, GO S /5 g N B R —

TemPhD_cluster_28434:22,894-30,484 (+); 1-2,523 (+)
cell division inhibitor (CDS_0035) 36

TemPhD_cluster_15531:22,560-29,627 (+); 1-2,523 (+)
cell division inhibitor (CDS_0006) 7

1
TemPhD_cluster_63624:28,243-29,848 (+); 1-7,985 (+)

cell division inhibitor (CDS_0037) 38 41

I — —
TemPhD_cluster_44477:22,919-29,172 (+); 1-2,526 (+)
cell division inhibitor (CDS_0037) 38 41

TemPhD_cluster_63389_:24,339-30,880 (+ ) 1-2,562 (+)
cell division inhibitor (CDS_0036) 37

T — ke
TemPhD_cluster_28440: 23,649-30,400 (+); 1-2,562 (+)

RecA filament binding protein Dinl (CDS_0003)

DNA polymerase exonuclease subunit

cell division inhibitor (CDS_0035) 36 T 4 portal protein (CDS_0005)
Y gy SO G, SO g N N5 4 D B — v Wy R gy S|

TemPhD_cluster_30770:23,147-29,709 (+); 1-5,294 (+)

cell division inhibitor (CDS_0036) 37 DruM2_00008 DNA (CDS_0003) RM_Type_Il_Type_II_REase06 (CDS_0004)

| N E—
TemPhD_cluster_12331:25,450-32,012 (+); 1-7,117 (+)

cell division inhibitor (CDS_0034) 33 30 27 Menshen_ NsnA (CDS_0026)

TemPhD_cluster_63483:1-1,623 (-); 19,591-30,413 (-)

cell division inhibitor (CDS_OO:‘#
35

MGV-GENOME-0194492:21,449-26,796 (+)
cell division inhibitor (CDS_0046) 47

T —
uvig_393822:32,233-36,553 (+)
32 38 39

"

31 37 38

IMGVR_UViG_2681813455_000002|2681813455]2681898359(1291444-1322269: 24,740-30,732 (+)

IMGVR_UVIG_2579779139_000002|2579779139]2579859681(1296347-1327857: 24,897-31,035 (+)
37 38

IMGVR_UViG_2547132415_000023|2547132415|2547272376|13240-42844:23,830-29,511 (+)

34 cell division inhibitor (CDS_0040) 41
. —— € K C_TOOOHODD
IMGVR_UVIG_3300045988_100917|3300045988|Ga0495776_040094: 24,831-32,187 (+)
transcriptional regulator (CDS_0036) cell division inhibitor (CDS_0042) 43
L X C__HOE DD

IMGVR_UViG_3300029249_000301|3300029249]/Ga0168690_1000411]2938-35199:26,112-32,168 (+)
39 40

IMGVR_UViG_2871639894 000008|2871639894\2871639897|5227947 5259433 24,885-30,378 (+)
36 37

IMGVR_UVIG_2765235946 OOOOO7|2765235946\2765259335|372173O 3750596: 21 734-27,699 (+)
cell division inhibitor (CDS_0042) 43

SAMNO5827243 a1l _ct1725_vs1:30,416-34,850 (+); 1-2,427 (+)
cell division inhibitor (CDS_0039) 40

I S
TemPhD_cluster_63255_:25,357-31,474 (+); 1-2,427 (+)

cell division inhibitor (CDS_0036) 37

S gy S G S g g N D g B —
TemPhD_cluster_25009:23,879-30,842 (+); 1-2,526 (+)

31 cell division inhibitor (CDS_0037) 38 MTase_lI_00074 Type (CDS_0042)
| T I . . I . N
TemPhD_cluster_44338:23,399-30,204 (+); 1-2,523 (+)

cell division inhibitor (CDS_0006) 7 13

TemPhD_cluster_63806:27,451-29,053 (+); 1-8,906 (+)
cell division inhibitor (CDS_0041) 42

uvig_393125:24,846-31,665 (+)
cell division inhibitor (CDS_0040) 41

TemPhD_cluster_63110_:24,744-32,070 (+); 1-2,426 (+)
34 40 41

—— (e R | E—
IMGVR_UViIG_2561511179_000005|2561511179|2561541599|2736781-2769647:23,850-30,817 (+)

tail protein (CDS_0026)
tail protein (CDS_0025) 27 cell division inhibitor (CDS_0033) 34

il

MGV-GENOME-0171722:16,835-23,346 (+)
tail fiber protein (CDS_0025) cell division inhibitor (CDS_0031) 32

I
uvig_142292:17,171-22,840 (+)
Cox-like excisionase and repressor (CDS_0037)
transcriptional regulator (CDS_0032) 34 DS-34__DS-34A (CDS_0036) 39 40

IMGVR_UVIG_2568526674_000005|256852667412568587559(172976-205095:25,162-31,451 (+)
5000 nt 1

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail
I L]

unknown function defence (DefenseFinder) defence (PADLOC)

transcription regulation
|



