Cox-like excisionase and repressor (CDS_0035)
transcriptional regulator (CDS_0031)
tail protein (CDS_0027) DS-34__DS-34A (CDS_0034)
tail length tape measure protein (CDS_0028)tRNA-Undet(NNN) DksA-like zinc-finger protein (CDS_0039)
head closure (CDS_0026) tail protein (cos_o‘oso) Cll-like regulator (CDS_0036)
| | tail protein (CDS_0029) | 32| 33 | | T 3738| 40 1

N
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I PN BN BN E—
TemPhD _cluster_9045:22,316-32,550 (+); 1- 2485( )
Cox-like excisionase and repressor (CDS_0033)
DS-34__DS-34A (CBS_OOSZ)
integrase (CDS_ Wl) ‘

30 38 DNA methyltransferase (CDS_0039)
N [ N A i N
IMGVR_UViG_3300035562 000026|3300035562\Ga0376655 0000139 20, 883 31,499 (+); 1-2,485 (+)
tail fiber assembly protein (CDS_0023) transcriptional regulator (CDS_0030)
tail protein (CDS_0021) DS-34_DS-34A (CDS_0032)
“tail fiber protein (CDS_0022) 24 28 | 31 ] Coxlike excisionase and repressor (CDS_0033)
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AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0033)
DS-34__DS-34A (CDS_0035)
32 34 36 3839 42
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A q -31,791(+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0033)
Cox-like excisionase and repressor (CDS_0036)
DS-34_DS-34A (CDS_0035)
34 | | replication initiation protein (CDS_0040)

32

IMGVR _UViG_2906552766_000001|2906552766|2906552766[131151-164803:22,866-33,651 (+)
transcriptional regulator (CDS_0033)
DS-34__DS-34A (CDS_0036)
integrase (CDS@E’:)
34 \ Cox-like excisionase and repressor (CDS_0037)

NN N N
TemPhD _cluster_26276:23,192-34,063 (+); 1- 2217( )
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0033)
DS-34__DS-34A (CDS_0035)
32 34 36 DEDDh_I_I_III_IV_V_VI_1 (CDS_0042)
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AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0033)
DS-34__DS-34A (CDS_0035)
32 34 Cox-like excisionase and repressor (CDS_0036)
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_UVIG_ X (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0035)
DS-34__DS-34A (CDS_0037)

transcriptional regulator (CDS_0034) 36 Cox-like excisionase and repressor (CDS_0038)

e
IMGV _UViG_3300036796 OOO272|3300036796\Ga0376670 OOOOOlO|424233 456719 21 746-32,485 (+)
DS-34__DS-34A (CDS_0034)
3132 33 Cox-like excisionase and repressor (CDS_0035)

I
GVR_UViG_2852449993 000002|2852449993\2852449993|2491448 2522248 20 613-30,799 (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0038)
RNA polymerase sigma factorﬁ)S_OO:ﬂ)
transcriptional regulator (CDS_0035) ‘ DS-34__DS-34A (CDS_0040)
36 | 39 | Cox-likeexcisionase and repressor (CDS_0041)

=

i —
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IMGVR_UViG_3300031087_000552|3300031087|Ga0308161_1000588|1-38131:23,616-37,144 (+)

DS-34__DS-34A (CDS_0037)
33 34 35 36 Cox-like excisionase and repressor (CDS_0038)

I S
MG R_UViG_2627853940_000007|2627853940[2627901687|3427639- 3461483 22 393 33, 843( )

DS-34__DS-34A (CDS_0038)
33 34 35 36 37 Cox-like excisionase and repressor (CDS_0039)

(N BN N S S S — I
IMGVR_UViG_2576861183_000003|2576861183|2576875805|132741-168581: 23 975 35, 839( )
DS-34__DS-34A (CDS_0036)
integrase (CDS_0035)

transcriptional regulator (CDS_0031) 32 33 34 \ Cox-like excisionase and repressor (CDS_0037)
OO 0O S D—C KK DO-DIDD
I N I I . .
IMGVR_UViG_3300014063_000014/3300014063|Ga0122014_10003|35667-69303:21,750-33,635 (+)

RNA polymerase sigma factor (CDS_0035) Cox-like excisionase and repressor (CDS_0042)
transcriptional regulator (CDS_0033) DNA primase (CDS_0036) integrase (CDS_0040)
T 34 | 37 38 39 DS-34. DS-34A (CDS_0041)

OO D - HOEETTKC { D—EEK HDO-DUN D
L N e e e—————— e — I S S S

uvig_394115:23,864-41,798 (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0032)
DS-34__DS-34A (CDS_0036)
31 33 34 35 | Cox-like excisionase and repressor (CDS_0037)

B NN ——— R S -

GVR_UViG_2859321251 000004|2859321251]2859321251|3849256-3881978:20,214-32,097 (+)
DS-34__DS-34A (CDS_0033)

31 32 Cox-like excisionase and repressor (CDS_0034)

<
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IMGVR _UVIG_2540341169_000003|2540341169|2540348202|4584219-4616411:21,759-31,827 (+)
PDC-S49_WP_081616400.1 (CDS_0033)
DS-34__DS-34A (CDS_0035)
31 32 34 | Cox-like excisionase and repressor (CDS_0036)

I N E—
IMGVR_UViG_2508501071_000003|2508501071|2508523592|4582636-4619431: 24,418-36,360 (+)

DS-34__DS-34A (CDS_0034)

30 32 33 Cox-like excisionase and repressor (CDS_0035)
Dbt L E DKV UWD

IMGVR _UViG_2767802465_000006|2767802465|2767854571|5719-39282:23,357-33,459 (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0044)

transcriptional regulator (CDS_0031) ribosomal protein $21 (CDS_0035) Cox-like excisionase and repressor (CDS_0047)
RNA polymerase sigma factor (CDS_0033) T tRNA nucleotidyltransferase (CDS_0040) | DS-34_DS-34A (CDS_0046)
| 32 DNA primase (CDS_0034) 36 37 38 39 4142 43 integrase (CDS_0045) |
oo b O iDEEERC TR T E@EE G- CRICIVD-DLD DEED

SAMNO1779872_al ct8781 vs1:20,163-42,400 (+); 1-2,217 (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0033)
DS-34__DS-34A (CDS_0035)
32 34 [ 36

I . B S BN B . -
IMGVR_UViG_2903653183_000003|2903653183|2903653206/93561-125963: 21,470-31,992 (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0032)
DS-34__DS-34A (CDS_0034)
31 SCINN &

— . —— — ‘¢ K & & o]
IMGVR_UViG_2869530470_000004(2869530470|2869530470[3932788-3964105: 20,483-31,316 (+)

32 DS-34_DS-34A (CDS_0035)
31733 34 36

I N | BN . . . 5 _J
IMGVR UVIG_2744054654_000001|2744054654|2744076895247067-278432: 20,483-31,364 (+)
DS-34_DS-34A (CDS_0038)
5 36 37 39
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I R . ——
IMGVR_UViG_2859326558 _000003|2859326558|2859326558|4451530-4487079: 24,768-35,548 (+)

: DS-34_DS-34A (CDS_0035)
33 34 36

e B e
IMGVR_UViG_2588253790_000001|2588253790|2588273497|225877-257085: 21,348-30,772 (+)

: : DS-34_DS-34A (CDS.0037)
33 34 35 36 38

—cryr____ " — ¥ — "% — & T — & |
DS-34__DS-34A (CDS_0036)
33 34 35 37

IMGVR_UViG_2927693043 OOOOOS|2927693043\2927693045|241979 275476 23 493-33,393 (+)
transcriptional regulator (CDS_0032)

DS-34_DS-34A (CDS_0038)
integrase (CDS_0037)
33 34 3536 | 39
Dot DL DD CICIbD DD

IMGVR _UViG_3300031414 000383|3300031414|Ga0308168_1000748:23,515-35,256 (+)
DS-34__DS-34A (CDS_0035)
integrase (CDS_0034)
transcriptional regulator (CDS_0032) 33 36

Cox- I|ke excisionase and repressor (CDS,0037)
transcriptional regulator (CDS_0033)
EL DS-34__DS-34A (CDS_0036)
uclease (CDS_0034)
| integrase (CDS_0035) 4344

Aga
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TemPhD _cluster_62669_:22,257-33,938 (+); 1-2,217

+)
DS-34_DS-34A (CDS_0034)
31 32 33 35

L L e T a———— I B BN B -
IMGVR_UViG_2903579636_000002|2903579636|2903579637|272684-307139: 21,519-34,454 (+)
DS-34_DS-34A (CDS_0033)
31 32 34

(N I 1 ] W
IMGVR UVIG_2681813259_000007|2681813259|2681876337|1-33162: 20,975-33,160 (+)
DS-34_DS-34A (CDS_0039)

34 35 36 37 38 40

- & N ¥ B ]
GVR_UViG_2851263754_000002|2851263754|2851263754|1728500-1764909: 22,023-35,650 (+)

DS-34__DS-34A (CDS_0040)
34 35 36 37 38 39 41

<

IMGVR UVIG_2878947168_000001|2878947168|2878947188|110902-148188: 22,023-36,967 (+)
DS-34_DS-34A (CDS_0034)
33 35

D e —
TemPhD _cluster_51414:24,619-35,053 (+); 1-2,217 (+)
DS-34__DS-34A (CDS_0037)

31 32 33 3 35 36 38

b

_UViG_2671180749. OOOOOS|2671180749\2671270697|9742 -46886:20,975-37,143 (+)
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DS-34__DS-34A (CDS_0037)
25 31 32 33 34 35 36 38

IMGVR_UViG_2703718693 000003|2703718693|2703726991|8945-46089: 19,791-37,143 (+)
31 3233

IMGVR_UVIG_2671181110_000006|2671181110|2671317894|3172-35146: 20,975-31,973 (+)
DS-34_DS-34A (CDS_0036) 41
31 3233 34 35 37 39 40]

IMGVR_UViG_2876617583_000001|2876617583|2876617583|789902-827524:22,589-37,223 (+)
DS-34__DS-34A (CDS_0037)
33 34 35 36 38

_UViG_2847723785_.000001|2847723785|2847723785[1285632-1321971:21,583-35 904( )

DS-34__DS-34A (CDS_0037)
33 34 35 36 38

<

GV

70

_UViG_2847708326_000001|2847708326|2847708326[1511443-1548331:22,438-36 388( )

Cox-like excisionase and repressor (CDS_0035)
DS-34__DS-34A (CDS_0034)
integrase (CDS_0032) ‘
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IMGVR_UViG_3300031418 000065|3300031418/Ga0308166_1000927: 21,693-34,181 (+)
cell division inhibitor (CDS_0037)
DS-34_DS-34A (CDS_0034)
31 33 35 |38 39

TemPhD_cluster_44338:19,397-29,203 (+)
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GVR_UViG_2579779139_000002|2579779139|2579859681|1296347-1327857: 20,944-30,814 (+)
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X :20,829-31,966 (+)
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TemPhD _cluster_63110_:20,742-31,755 (+)

w
N

e e——
IMGVR_UViG_2681813455_000002|2681813455|2681898359|1291444-1322269:20,026-30,511 (+)

phospho-2-dehydro-3-deoxyheptonate aldolase (CDS_0036)
34 35 37 38 39  OmpA (VF0499) (CDS_0040)

\
\
:

I S S N EE— S N S ——
uvig_393822:19,710-36,332 (+)

OmpA (VF0499) (CDS_0036) cell division inhibitor (CDS_0042)
33 34 35 |  DS-34_DS-34A (CDS_0039)

NOO792047 a1 ct18942 vs2: 21,215-33,285 (+)
33 34 35 OmpA (VF0499) (CDS_0036)

%
<

Al

SAMNO5827243 al ct1725 vs1:22,370-34, 535( )
cell division inhibitor (CDS_0038)
32 39
L Ll e e ——— I R S S .
IMGVR_UViG_2917855067 OOOOO4|2917855067\2917855071|107534 137300: 18,452-28,944 (+)

30

=1

[ — — & 1
_UViG_2724679262 000004|2724679262\2724721235|12644 43879 19 754- 30411( )

33 34

<

G

I S
_UViG_2791355124_000004|2791355124|2791379198|7616-40938: 21,240-32, 824( )

PDC-M01B_WP_210672662.1 (CDS_0035) PDC-M01A WP_095609940.1 (CDS_0036)

<

GV

W

_UViG_2541047764_000008|2541047764|2541171510[16544- 48768 20,156-31 959( )
35

=

GV

N

I
| 8

I -
_UViG_2939086508_000006|2939086508|2939086508(2177364- 2209406 19, 850 30 713 (+)

32 cell division inhibitor (CDS_0038)
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GV

70

IMGVR. UVIG. 2554235429 000007|2554235429] 2554308992|4102973 4135327: 20,55 1-31,207 (+)
UG4 (CDS_0033)34 35
(NN N N I e I .

=

GV

PU

_UViG_2531839531 000012|2531839531\2531907868|3 -31356:19,857-31 088( )
40 DS-34_DS-34A (CDS_0039)

e —— —— ——
TemPhD _cluster_63710: 1-5,038 (-); 25,095-29,492 (-)

31.DS-34_DS-34A (CDS_0032)

GV-GENOME-0203625:18,626-28,075 (+)
30 31 33 DS-34_DS-34A (CDS_0034)

<

I N
SAMNOO990319 al_ct5244 vs1:18,626-29,459 (+)
32 DS-34_DS-34A (CDS_0033)

e S E—
GVR_UVIG_2765235946_000007|2765235946|2765259335|3721730-3750596: 18,798-27,699 (+)

DS-34__DS-34A (CDS_0010)

<

nicking at origin of replication (CDS_0017)

| ©

|
TemPhD _cluster_63811:2,457-14,118 (+)
34 DS-34_ DS-34A (CDS_0035)

GVR_UViG_2554235125 000005|2554235125\2554262748|135411 164949:20,630-29,445 (+)
DS-34__DS-34A (CDS_0031)
30 DNA polymerase exonuclease subunit (CDS_0038)

<

;
|
| |

GVR_UViG_3300045988_087452|3300045988|Ga0495776_076621:17,932-28,682 (+)
29 31 DS-34_DS-34A (CDS_0032)

=

TemPhD_cluster_63976:17,939-27,450 (+)
DS-34_ DS-34A (CDS_0003)

N

9 queuine tRNA-ribosyltransferase (CDS_0010)

\
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! i
|
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|

TemPhD _cluster_63595:24,934-29,960 (+); 1-7,684 (+)
34

_UViG_2582580932 000002|2582580932\2582672337|8629O 119099 20 906 31, 653( )

<

G
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e

=l

_UViG_2913097827. OOOOO4|2913097827\2913097827|4520755 4553037 19, 582 SO 531 (+)
30 31 32 DNAligase (CDS_0033)

=

G

I —— S S  W—
_UViG_2558860449_000005/2558860449|2558890597(11864- 43124 19 109-30, 282( )

DNA ligase (CDS_0031)

<

GV

73

TemPhD _cluster_38273:18,986-28,416 (+)
DNA ligase (CDS_0031)

w
~N

TemPhD_cluster_38272:18,986-28,644 (+)
tail length tape measure protein (CDS_0028) DNA ligase (CDS_0032)

N N |
TemPhD_cluster_33831:19,732-29,970 (+)
35 DS-34__DS-34A (CDS_0036)

— —— — 1. ____ _______ — — — 1§ 1 — " | ]
IMGVR_UViG_2871639894 000008|2871639894|2871639897|5227947-5259433: 19,688-30,378 (+)
32

IMGVR_UViG_3300036778_000217|3300036778|Ga0376647_0000060|14304-46823: 20,933-32,010 (+)
DS-34__DS-34A (CDS_0034)
32 33 Cox-like excisionase and repressor (CDS_0035)

!*

emPhD_cluster_38102:19,970-29,897 (+)

—

DS-34__DS-34A (CDS_0034)
32 33 Cox-like excisionase and repressor (CDS_0035)

TemPhD _cluster_63194_:20,200-30,130 (+)
DS-34__DS-34A (CDS_0034)
32 33 Cox-like excisionase and repressor (CDS_0035)

(NN [ N
TemPhD_cluster_63207_:19,611-30,119 (+)
DS-34_ DS-34A (CDS_0034)
32 33 Cox-like excisionase and repressor (CDS_0035)

N N | L= | | ;& | | ]
TemPhD_cluster_43935:20,030-30,515 (+)
Cox-like excisionase and repressor (CDS_0036)
DS-34_DS-34A (CDS_0035)
33 34 | 2

I B BN BN S
TemPhD_cluster_15758:20,533-30,538 (+); 1-2,435 (+)
Cox-like excisionase and repressor (CDS_0035)
DS-34__DS-34A (CDS_0034)
32 33 | 41

| S B E—
TemPhD_cluster_52396: 20,130-30,652 (+); 1-2,562 (+)
Cox-like excisionase and repressor (CDS_0035)
DS-34__DS-34A (CDS_0034)
32 33 | 41

I R (N —
TemPhD _cluster_38113:20,320-30,881 (+); 1-2,523 (+)
Cox-like excisionase and repressor (CDS_0035)
DS-34__DS-34A (CDS_0034)
32 33 | 41

TemPhD_cluster_52363:20,328-30,726 (+); 1-2,520 (+)
DS-34__DS-34A (CDS_0039)
integrase (CDS_0040) Cox-like excisionase and repressor (CDS_0038)

=
=

D_cluster_63637:1-5,598 (-); 23,634-29,767 (-)
DS-34__DS-34A (CDS_0034)
integrase (CDS_0033) Cox-like excisionase and repressor (CDS_0035)

empPl

=
=

D_cluster_33857:20,991-30,601 (+); 1-2,121 (+)
DS-34__DS-34A (CDS_0034)
integrase (CDS_0033) Cox-like excisionase and repressor (CDS_0035)

emPl

| S —— -
D_cluster_44322:20,257-30,249 (+); 1-2,214 (+)

DS-34__DS-34A (CDS_0034)
33 Cox-like excisionase and repressor (CDS_0035)
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IMGVR_UViG_2718217835 000002|2718217835\2718228029|3335015 3364697:20,257-29,207 (+)
DS-34__DS-34A (CDS_0036)
integrase (CDS_0035) Cox-like excisionase and repressor (CDS_0037)
N L | I R I —

TemPhD _cluster_37795_:23,096-33,721 (+); 1-2,217 (+)
DS-34__DS-34A (CDS_0035)
integrase (CDS_0034) _Cox-like excisionase and repressor (CDS_0036)

D_cluster_24992:21,166-31,159 (+); 1-2,214 (+)
DS-34__DS-34A (CDS_0035)
integrase (CDS_0034) _Cox-like excisionase and repressor (CDS_0036)

—
=

emP

D_cluster_63085_:22,566-32,178 (+); 1-2,130 (+)
DS-34__DS-34A (CDS_0034)
33 Cox-like excisionase and repressor (CDS_0035)

=
=

emPl

I .
GVR_UViG_2648501745_000003|2648501745|2648562951|128161-160247: 23,054-31,993 (+)
integrase (CDS_0035) Cox-like excisionase and repressor (CDS_0037)
34 DS-34_DS-34A (CDS_0036)

=

N
_UViG_3300042922 001481[3300042922|Ga0456363_ 0001393\10886 43176 21,776-31,976 (+)
Cox-like excisionase and repressor (CDS_0035)
DS-34_DS-34A (CDS_0034)
31 3233 | | 4
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D_cluster_18188: 19,241-30,245 (+); 1-2,229 (+)
Cox-like excisionase and repressor (CDS_0033)
DS-34__DS-34A (CDS_0032)
30 31 | 39

—
=

emP

|
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G

uvig 583337:17,951-27,999 (+); 1-2,522 (+)
transcriptional regulator (CDS_0031)
DS-34__DS-34A (CDS_0035)
33 Cox-like excisionase and repressor (CDS_0036)

!4‘

TemPhD_cluster_44232:20,157-29,626 (+)
DS-34__DS-34A (CDS_0032)
30 31 Cox-like excisionase and repressor (CDS_0033)
b DE O @D

SAMNO9781724 al ct14164 vs1:17,564-26,449 (+)
Cox-like excisionase and repressor (CDS_0037)
transcriptional regulator (CDS_0032)
DS-34__DS-34A (CDS_0036)

34 35 | 40

| —

(MESS

i :

i l“
I

GVR_UViG_2568526674_000005|2568526674|2568587559|172976-205095: 21,744-31,451 (+)
DS-34__DS-34A (CDS_0035)
33 34 Cox-like excisionase and repressor (CDS_0036)

<

uvig 331051:21,744-31,254 (+)
DS-34__DS-34A (CDS_0036)
34 35 Cox-like excisionase and repressor (CDS_0037)

(NN N |
TemPhD_cluster_63271:19,412-29,806 (+)
OmpA (VF0499) (CDS_0032)
3031 | 33 34

IMGVR_UViG_3300029170_000042|3300029170|Ga0120232_100096: 18,406-30,579 (+)
DS-34__DS-34A (CDS_0034)
Abi alpha-like abortive infection mechanism (CDS_0032) 33 35

! :
|
|

TemPhD _cluster_52064:20,755-32,038 (+); 1-2,130 (+)

DS-34_DS-34A (CDS_0033)
31 32 34

. . E——
TemPhD_cluster_52022: 20,782-32,256 (+); 1-2,130 (+)

DS-34__DS-34A (CDS_0034)
gcu24__gcu24 (CDS_0032) Cox-like excisionase and repressor (CDS_0035)
integrase (CDS 33)T

TemPhD_cluster_63319_:20,513-31,146 (+); 1-2,130 (+)
DS-34__DS-34A (CDS_0036)
34 35 37

N N E—
TemPhD _cluster 43834:22,755-33,375 (+); 1-2,259 (+)
terminase small subunit (CDS_0032) Cox-like excisionase and repressor (CDS_0036)
integrase (CDS_0034)
33 DS-34_DS-34A (CDS_0035)

[

|
‘—4
|

|

&
|

i

IMGVR_UViG_3300034682_000386|3300034682|Ga0310128 000035(63248-93619: 20,241-30,278 (+)
DS-34__DS-34A (CDS_0036)
integrase (CDS_0035)
transcriptional regulator (CDS_0033) 34 37

i
|

_UViG_3300011143 000029|3300011143\Ga0122840 100101|13405 44377 21,229-30,879 (+)
DS-34__DS-34A (CDS_0036)
integrase (CDS_0035)
transcriptional regulator (CDS_0032) 33 34 \ 37
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|
!
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IMGVR_UViG_3300011692_000014/3300011692|Ga0120966_100029[42961-74709: 21,148-31,655 (+)
DS-34__DS-34A (CDS_0035)
integrase (CDS_0034)
33 | 36

TemPhD _cluster_62979_:21,722-32,585 (+); 1-2,130 (+)
Cox-like excisionase and repressor (CDS_0035)
integrase (CDS_0033)
32 DS-34_DS-34A (CDS_0034)

L e ———————
TemPhD_cluster_63313_:20,241-31,165 (+); 1-2,130 (+)
transcriptional regulator (CDS_0032)
DS-34__DS-34A (CDS_0035)
33 34 36

i4

L e — L1 [ ' _Fr______________}
TemPhD_cluster_51927:22,247-32,703 (+); 1-2,061 (+)
DS-34__DS-34A (CDS_0035)
integrase (CDS_0034)
33 | 36

_UViG_3300011164_000018|3300011164|Ga0122310_ 100017|91016 122657 21,208-31,641 (+)
DS-34__DS-34A (CDS_0034)
31 32 33 35

<

GV

W

_UViG_2571042188_000002|2571042188|2571056903|684810-718037: 21 845-33227 (+)
DS-34__DS-34A (CDS_0034)
gcu24_gcu24(CDS_0032) 33 35

=

GV

N

|
] 4
|
B

TemPhD _cluster_52338:20,239-30,872 (+); 1-1,905 (+)
DS-34__DS-34A (CDS_0034)
32 33 35

_UViG_2585427623 OOOOOS|2585427623\2585443460|4143571 4175265 22,063-31,694 (+)

DS-34_DS-34A (CDS_0034)
32 33 35

<
5}

VI

JU

_UViG_2718218073 OOOOO7|2718218073\2718228518|4094772 4126454 22,051-31,682 (+)
DS-34__DS-34A (CDS_0034)
integrase (CDS_0033)
32 | 35

<
5}

VI

JU

IMGVR_UViG_3300011362_000003|3300011362|Ga0121183_10003|63417-94353: 21,645-30,336 (+)
RNA polymerase sigma factor (CDS_0033)
DS-34__DS-34A (CDS_0036)
integrase (CDS_0035)
32 3 37

\
!
ﬁ
|

IMGVR_UViG_3300031418_000762|3300031418|Ga0308166_1000601|10857-46755:22,283-35,298 (+)
DS-34__DS-34A (CDS_0034)
integrase (CDS_0033)
32 | 35 38

11031319_a1_ct3717:20,262-31,106 (+)

1%
<
z

Al
DS-34__DS-34A (CDS_0038)
tail protein (CDS_0032) 34 35 36 37 39

IMGVR_UViG_2874870605_000008|2874870605|2874870605|4099932-4133946: 20,927-33,921 (+)
DS-34__DS-34A (CDS_0035)
33 34 36

TemPhD_cluster _51982:21,051-32,434 (+); 1-2,130 (+)
Abi alpha-like abortive infection mechanism (CDS_0037)
DS-34__DS-34A (CDS_0039)
integrase (CDS_0038)
32 3334 35 36 | 40

|

i

|
{
;

— . S - L | & | ] ]
uvig_419971:20,755-35,180 (+)
Cox-like excisionase and repressor (CDS_0036)
integrase (CDS_0034)

33 DS-34_DS-34A (CDS_0035) phosphoadenosine phosphosulfate reductase (CDS_0042)

TemPhD_cluster_37805_:21,794-33,641 (+); 1-2,226 (+)
Abi alpha-like abortive infection mechanism (CDS_0041)
RNA polymerase sigma factor (CDS_0033) DS-34__DS-34A (CDS_0043)
DNA primase (CDS_0034) baseplate protein (CDS_0038) integrase (CDS_0042)
35 36 37 39 40 | 44

32

;
|
#
# ‘
[
+

1 e — —— e ———— | — — T — ] ]
uvig_294685:20,695-40,936 (+)

9000 nt
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
I L] |

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene
I




