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MGV-GENOME-0266232: 21,585-39,551 (+)
PDC-M69A_WP_216276383.1 (CDS_0044)
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MGV-GENOME-0295974:21,211-40,350 (+)
PDC-M69A_WP_216276383.1 (CDS_0035)
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MGV-GENOME-0228823:21,213-33,079 (+)
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MGV-GENOME-0222046:21,211-31,905 (+)
PDC-M69A WP_216276383.1 (CDS_0043)
pyrophosphatase (CDS_0037)
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MGV-GENOME-0260383:21,813-38,513 (+)
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MGV-GENOME-0315806:21,834-38,813 (+)
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MGV-GENOME-0219962: 21,779-31,544 (+)
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MGV-GENOME-0224750: 24,955-32,356 (+)
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MGV-GENOME-0229268: 24,955-33,174 (+)
PDC-M69A_WP_216276383.1 (CDS_0049)
PDC-504_WP_163235784.1 (CDS_0047)
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uvig_226773:21,519-44,519 (+)
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MGV-GENOME-0291051:21,519-40,788 (+)
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MGV-GENOME-0285609: 21,813-40,755 (+)
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MGV-GENOME-0269338:21,922-40,143 (+)
PDC-M69A_WP_216276383.1 (CDS_0045)
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MGV-GENOME-0318963:21,922-37,925 (+)
PDC-S04_WP_163235784.1 (CDS_0048)
pyrophosphatase (CDS_0044)
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MGV-GENOME-0321892:21,774-40,002 (+)
PDC-M69A_WP_216276383.1 (CDS_0047)
PDC-SO4_WP_163235784T1 (CDS_0045)
pyrophosphatase (CDS_OO‘Tl)
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MGV-GENOME-0344437: 21,834-40,726 (+)
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uvig_334207:22,712-33,541 (+)
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MGV-GENOME-0298243: 22,712-30,774 (+)
pyrophosphatase (CDS_0038)
‘amidase (CDS_0041)
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uvig_278311:23,571-34,752 (+)
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PDC-M69A_WP_216276383.1 (CDS_0045)
RosmerTA_RmrA 2634882613 (CDS_0041)
PDC-504_ WP_163235784.1 (CDS_0043)

32 35 39
T33 3436 37 38]40 42 | 44|46 47
O DD —AC DDA LoD DD

| L ) .
MGV-GENOME-0320545:21,984-39,727 (+)
RosmerTA_RmrA 2634882613 (CDS_0039)
PDC-S04_WP_163235784.1 (CDS_0041)
DNA methyltransferase (CDS_0031) PDC-M69A WP_216276383.1 (CDS_0043)
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uvig_135752:21,414-38,174 (+)
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