
IMGVR_UViG_3300045988_133143|3300045988|Ga0495776_092846: 26,320-32,721 (+)

37 38 39 40 41 42 43 44 45 46
replication initiation protein (CDS_0047)

48 49 50

Shkoporov_2018_SRR6128093_NODE_16_length_47311_cov_72.241641: 28,934-36,724 (+)

44 47 48 49 52 53 54 56 Erf-like ssDNA annealing protein (CDS_0060) 61

IMGVR_UViG_3300007798_000201|3300007798|Ga0105755_100228|22044-64882: 23,319-31,131 (+)

37 38 39 41
radical SAM domain protein (CDS_0042)

cysH_IV-B_1 (CDS_0043) 44

IMGVR_UViG_3300029653_000142|3300029653|Ga0245224_100094|63581-107730: 25,871-33,372 (+)

Druantia_II__DruM (CDS_0045)
cysH_IV-B_1 (CDS_0046) 47 49

uvig_543300: 26,940-34,245 (+)

40 42 45 46
MTase_II_00157 Type (CDS_0047)

48

MGV-GENOME-0246143: 16,797-23,929 (+)

27 28 35 36 38 39

MGV-GENOME-0242602: 16,992-23,825 (+)

36 37

IMGVR_UViG_3300045988_149882|3300045988|Ga0495776_006696: 27,074-33,855 (+)

44 46 47

IMGVR_UViG_3300045988_143533|3300045988|Ga0495776_054470: 25,033-33,297 (+)

43 44 45 46 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0049)

uvig_206748: 23,115-30,776 (+)

40 41

uvig_308278: 27,233-34,360 (+)

46 47 48 49

SAMN00792046_a1_ct5794: 26,558-34,306 (+)

43 45 46 HEase_00016 homing (CDS_0051)

IMGVR_UViG_3300045988_123937|3300045988|Ga0495776_006763: 25,494-34,121 (+)

39 46 47 48 cysH_IV-B_1 (CDS_0051)

IMGVR_UViG_3300045988_160099|3300045988|Ga0495776_093165: 25,057-32,974 (+)

41 44 45 46 DruM2_00001 DNA (CDS_0048)
MTase_II_00157 Type (CDS_0049)

50

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


