Sak4-like ssDNA annealing protein
single strand DNA binding protein (CDS_0031)
Holliday junction resolvase (CDS_0030) capH (CDS_0037)
DNA helicase (CDS_0029) DNA primase (CDS_0032) 33 34 35 36 38 39
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uvig 210406: 18,880-25,816 (+)

retron_type_VI_hth_cluster2_1 (CDS_0029)
28 30 capH (CDS_0031)

e —| e I I —
MGV-GENOME-0178786:17,191-24,482 (+)

retron_type_VI_hth_cluster2_1 (CDS_0045)
Sak4-like ssDNA annealing protein (CDS_0038) 43 44 46 47 capH (CDS_0048)
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IMGVR_UViG_3300045988_134404|3300045988|Ga0495776_144280:27,152-35,376 (+)
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SAMEA1906570_a1_ct19124 vs1:24,251-30,798 (+)
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MGV-GENOME-0187067: 18,337-25,774 (+)
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MGV-GENOME-0187723:18,789-25 877( )

retron_type_VI_hth_cluster2_1(CDS_0034)
33 35 capH (CDS_0036)
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MGV GENOME 0192813:20,634-26,719 (+)

retron_type_VI_hth_cluster2_1(CDS_0038) 39 40 capH (CDS_0041)
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SAMN11252264731,(:1:129405)51 29,584-35 546( )

34 35 36 37 capH (CDS_0038)
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uvig 211299:20,345-26,739 (+)
39 4041 capH(CDS_0042)
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SAMNO5826499_al _ct10884 vs1:22,967-29,031 (+)
36  capH(CDS_0037)

MGV-GENOME-0202139: 22,090-28,355 (+)
retron_type_VI_hth_cluster2_1(CDS_0033) 34 35 36

MGV-GENOME-0200194:21,707-28,004 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




