major tail protein (CDS_0013) endolysin (CDS_0025)

virion structural protein (CDS_0018) hoIin(CDSﬁOO24)_ tRNA-Met(CAT) lipoprotein (CDS_0048)
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uvig 368621:8,024-39,893 (+)
endolysin (CDS_0024)
22 25 27 33 35
virion structural protein (CDS 0017) 18 ] 20 2123 T26] 28 29 30 31 32[34] 36 42
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IMGVR_UViG_2879655654_000001|2879655654|2879655655|64467-103939:8,023-29,527 (+)
endolysin (CDS_0024)
holin (CDS_0023)
19 2 25 27 30
virion structural protein (CDS 0017) 18 20 217 T26] 28 29 T31 36
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OTU_2965:8,023-26,035 (+)
endolysin (CDS_0023)
holin (CDS_0022)
‘ 24 26
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virion structural protein (CDS 0017) 18 | 20 21 J25] 27 2829
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GVR_UVIG_3300029675.000028| 33000296 75| Ga0245254. 100563 8.122.25.736 (+)
endolysin (CDS_0025)
holin (CDS_0024)
19 23 26 28
virion structural protein (CDS_0017) 18 ] 20 21 22] ‘ 127] 29 303132 T34
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uvig_381086:8,023-27,644 (+)

endolysin (CDS_0024)
holin (CDS_0023)
19 25 27
virion structural protein (CDS 0017) 18 [ 20 217 ‘ J26] 28 293031 34
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Kang_0045_STO02_N_NODE_118 length 35171 _cov_3018.576717:8,023-26,232 (+)
endolysin (CDS_0023)
holin (CDS_0022)
21 24 26
virion structural protein (CDS_0017) 18~ 19 20] J25] 27 28 29
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uvig_190310:8,017-26,237 (+)
endolysin (CDS_0023)
holin (CDS_0022)
‘ 25
virion structural protein (CDS_0017) 18~ 19 20] 24726 27
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MGV-GENOME-0221871:8,017-24,456 (+)
endolysin (CDS_0022)
holin (CDS_0021)
‘ 23 25 32
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uvig 444269 :8,024-29,484 (+)
endolysin (CDS_0022)
holin (CDS_0021)
‘ 23 25 30

virion structural protein (CDS 0017) 18 19 20 124 26 2728 29 [31

%H {

uvig_178123:8,024-25,655 (+)
20 24
virion structural protein (CDS_0017) 18 19 Tgl 22 23 T25

V-GENOME-0286814:8,025-22,192 (+)
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virion structural protein (CDS_0017) 18 19 2021 22 T24

uvig_197923:8,025-21,965 (+)
18 21
virion structural protein (CDS_0017) |19 20 T22
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uvig_123439:8,024-19,408 (+)
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virion structural protein (CDS_0017) 18 [20 | 22 23[25
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uvig_188705:8,022-21,766 (+)
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virion structural protein (CDS_0017) 18 [ 20 2122 23 |25

GV-GENOME-0310636:8,023-22,066 (+)
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virion structural protein (CDS_0017) 18 | 20 2122 23[25
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virion structural protein (CDS_0017) 13T 202122 ;3T25

uvig_190721:8,023-21,759 (+)

19 23
virion structural protein (CDS_0017) 18 | 20 212223 24 [26

tail terminator (CDS_0011) 19
10[ 15 1617 18 20

I I N E—— N . E—
MGV-GENOME-0190793:7,366-16,967 (+)
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virion structural protein (CDS_0017) 18 [ 20 21T2§ 2412627 30 34
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virion structural protein (CDS_0017) 18 | 20 2122 [24 29
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MGV-GENOME-0215466:8,024-23,076 (+)
19 NEase_II_00007 Type (CDS_0024) 29 36
virion structural protein (CDS_0017) 18T 20 21 22 23 25 262728 |30 31 32 3334 35[37 42

ribonuclease toxin of AT system (CDS_0028)
endolysin (CDS_OOZ?)
19 23 holin (CDS_0026)
virion structural protein (CDS_0017) 18 | 20 21 2 24 | 27| 29
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IMGVR_UViG_3300029754_000209|3300029754|Ga0243778_100118|239-38006:8,023-27,411 (+)

endolysin (CDS_0024)
holin (CDS_0023)

19 22
virion structural protein (CDS_0017) 18 ] 20  21] T ‘ 25 HNH endonuclease (CDS_0032)
Db R DD DI -)ODEDD

MGV-GENOME-0218824:8,023-23,642 (+)
10000 nt {
DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) tRNA
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