ParB-like partition protein (CDS_0057)
transcriptional regulator (CDS_0045) protease (CDS_0053) DS-15__DS-15A (CDS_0056)
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SAMNO0791906_al ct60755_vs1:30,293-36,473 (+)

48 49 50 51 protease (CDS_0052)

MGV-GENOME-0250974: 26,633-32,286 (+)
RM_Type_Il__Type_ll_MTases_FAM_2 (CDS_0044)
nucleotide kinase (CDS_0045)
41 42 | 46 47 48 protease (CDS 0049)

MGV- GENOME 0277603 24,178-31,337 (+)
RM_Type_ll_Type_ll_MTases_ FAM_2 (CDS_0043)
protease (CDS_0047)
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MGV- GENOME 0240915 23,938-32,813(+)
PDC-547_WP_148603747.1 (CDS_0037)
36 38 39 ParB-like partition protein

MGV-GENOME-0228988:22,810-27,416 (+)
PDC-547_WP_148603747.1 (CDS_0038)
37 39

MGV-GENOME-0251615:25,256-29,327 (+)
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uvig 463692:38,079-40,783 (+)
3000 nt {
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
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