
uvig_235787: 29,171-34,144 (+)

36 37 38
transcriptional repressor (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

41 42 43

transcriptional regulator (CDS_0044)

45 46 47 48

MGV-GENOME-0249087: 19,653-27,715 (+)

27 28 29 30
tRNA-Leu(TAG)

integrase (CDS_0031) 33 34
transcriptional repressor (CDS_0035)

retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38 39

IMGVR_UViG_3300045988_132528|3300045988|Ga0495776_024989: 24,841-31,623 (+)

PDC-S13_WP_097300085.1 (CDS_0036)

37 38
transcriptional repressor (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

41 42 43 44 48 49

MGV-GENOME-0265709: 18,379-29,983 (+)

26
toxin-antitoxin system HicB-like (CDS_0029)

30 31 33
PD-Lambda-1_WP_005960421.1 (CDS_0034)

transcriptional repressor (CDS_0035)

36 37 38 39 40 41

uvig_130265: 19,640-31,581 (+)

29 30 31 32

PDC-S13_WP_097300085.1 (CDS_0034)

35
PD-Lambda-1_WP_005960421.1 (CDS_0036)

transcriptional repressor (CDS_0037)

38 39 40 41 43
PDC-S47_WP_148603747.1 (CDS_0044)

45 46 48

MGV-GENOME-0261315: 19,640-31,581 (+)

PDC-S13_WP_097300085.1 (CDS_0034)

35
PD-Lambda-1_WP_005960421.1 (CDS_0036)

transcriptional repressor (CDS_0037)

38 39 40 41

SAMN00792033_a1_ct28465_vs1: 16,855-27,822 (+)

tail protein (CDS_0022)
tail fiber protein (CDS_0023)

24 25 26

PDC-S13_WP_097300085.1 (CDS_0030)

31
PD-Lambda-1_WP_005960421.1 (CDS_0032)

transcriptional repressor (CDS_0033)

34 35 36 37

uvig_463692: 33,160-39,886 (+)

PDC-S13_WP_097300085.1 (CDS_0046)
47 48

anti-SOS response (APIS132) (CDS_0049)
transcriptional repressor (CDS_0050)

51 52 53 54 55 56 62

SAMN00791906_a1_ct60755_vs1: 19,643-31,395 (+)

28 29
Serine protease (VF1055) (CDS_0030)

31
PDC-S13_WP_097300085.1 (CDS_0034)

35 36 37 38 39 40 41 42 43 44

4000 nt

integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)

tRNA


