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MGV-GENOME-0261831:7,381-26,273 (+)
endolysin (CDS_0022)

virion structural protein (CDS_0014) 19 21 - transcriptional repressor (CDS_0025)
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MGV-GENOME-0276655:6,633-25,198 (+)
neck passage structure (CDS_0016) endolysin (CDS_0025) transcriptional repressor (CDS_0029)
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transcriptional repressor (CDS_0026)
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17 1819 20 21 22 24 25 | 27 28 30

%ﬁ

I R S B S I S S B Ees—
uvig_253497:7,944-25,186 (+)

transcriptional repressor (CDS_0021)
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MGV-GENOME-0238707:7,939-21,408 (+)

aGV-GENOM E-0243884:7,903-19,041 (+)
head fiber protein (CDS_0017) 18

MGV GENOME-0269147:7,948-20,269 (+)
head fiber protein (CDS_0017)
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MGV-GENOME-0283551:7,948-19,988 (+)

head fiber protein (CDS_0017)
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MGV-GENOME-0231677:7,945-20,009 (+)

head fiber protein (CDS_0017) 21 exonuclease (CDS_0024)
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MGV-GENOME-0248987:7,946-23,271 (+)

head fiber protein (CDS_0017) endolysin (CDS_0024)
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uvig_412168:7,945-24,333 (+)
head fiber protein (CDS_0018) endolysin (CDS_0025)
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SAMNO9781782_a1_ct209378_vs1:7,947-28,709 (+)

head fiber protein (CDS_0018) endolysin (CDS_0025)
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uvig 590692:7,947-27,341 (+)
endolysin (CDS_0023)
DNA methyltransferase (CDS_0026)
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uvig 244976:7,342-28,998 (+)
head fiber protein (CDS_0018)
20 24 endolysin (CDS_0029)
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uvig_225539:7,902-26,991 (+)
head fiber protein (CDS_0018) endolysin (CDS_0023)

T 19 20 2122 24 25262728 30
S, | ) 0 O B g SO W O, Sy i G BV

IMGVR_UViG_2861810863_000001|2861810863|2861810896|46701-85963:7,950-25,395 (+)

endolysin (CDS_0024) 29
18 19 20 21 2223 25 26 2728 T 30 32
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uvig_520499:7,947-26,742 (+)
head fiber protein (CDS_0018) endolysin (CDS_0028)
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uvig_570843:7,950-27,423 (+)
endolysin (CDS_0022)
18 19 2021 23 24 25 2627
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MGV-GENOME-0264625:7,933-26,506 (+)

endolysin (CDS_0025)
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SAMN11031396 al_ct2912:7,947-25,960 (+)

endolysin (CDS_0022)
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uvig_384577:7,938-26,603 (+)
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IMGVR_UViG_3300029392_000010|3300029392|Ga0243989_1000763: 7,.911-22,054 (+)
17 18 19 202122

IMGVR_UVIG_3300029389_000455|3300029389|Ga0243995_1000134|720-36917: 7,911-21,762 (+)
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MGV-GENOME-0240058: 7,948-21,594 (+)
capH (CDS_0022)
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capH (CDS_0021)
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MG\/ GENOME-4413000:7,949-22,140 (+)
26 27
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MGV-GENOME-0296006: 22,607-26,263 (+)
8000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging lysis other tail transcriptionregulation unknown function defence (PADLOC)
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