partition protein ATPase (CDS_0037)
32 33 34 35 36 lipoprotein (CDS_0038) 39 40 sigma factor

e ———
TemPhD_cluster_35979_:23,800-27,359 (+)

26 27 31 32

1
TemPhD_cluster_21906:21,214-26,583 (+)

31 32 34 lipoprotein (CDS_0035) 36

—— E—
IMGVR_UViG_2574180211_000013|2574180211|2574223221|102960-144096:22,868-27,648 (+)

31 34 sigma factor (CDS_0038) 39
R . I —— —— —
TemPhD_cluster_32473:22,530-28,443 (+)

25 29 30 32

| 1 I
TemPhD_cluster_42037:20,209-27,193 (+)

33 34 36

—— — —
IMGVR_UViG_2938983465_000006|2938983465|2938983465|4074392-4119738:26,147-32,684 (+)

32

TemPhD_cluster_24475:23,258-29,315 (+)
34 35 40

IMGVR_UVIG_2687453262_000003|2687453262|2687453748|881286-925462:25,718-31,892 (+)
31 32 34

TemPhD_cluster_49844:22,322-28,352 (+)

TemPhD_cluster_36221:28,262-35,826 (+)
34 35 36 lipoprotein (CDS_0037) 38 43 44 45 46

E
|

IMGVR_UViIG_2551306212_000004|2551306212|2551364953: 22,909-30,210 (+)
31 32 33

e —
TemPhD_cluster_61083:21,213-27,930 (+)

transcriptional regulator (CDS_0038)
36 39

IMGVR_UViG_2660238005_000002|2660238005|2660249694|292073-334985: 24,710-28,518 (+)
36 37

|

IMGVR_UViG_2880236299_000002|2880236299|2880236299|951757-996559: 25,278-29,418 (+)
43 44

e N
IMGVR_UViG_2870654421_000003|2870654421]2870654421|4998346-5049832: 32,752-37,276 (+)
40 a1 42 43

e W _ W=
IMGVR_UViG_2913042868_000005|2913042868|2913042868|1982731-2027056:27,363-30,629 (+)
35 36 37 38

TemPhD_cluster_36213:23,419-28,217 (+)

38 39 sigma factor (CDS_0042) 43 44 45

IMGVR_UViG_2711768170_000014|2711768170[2711798557|208392-248977: 24,290-30,574 (+)

transcriptional regulator (CDS_0041)
36 38 lipoprotein (CDS_0039) 40 42 46 47 48

e ———
uvig_392866:23,378-31,397 (+)

3000 nt {
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