
NC_052426.1: 43,591-53,268 (+)

75
76 77 78 79

helicase (CDS_0080)
81 82 tail protein (CDS_0083) 84

tail protein (CDS_0085)
86 87 88

Mycobacterium_phage_PacerPaul: 42,585-52,713 (+)

67 68 69 74

Mycobacterium_phage_BigPaolini: 39,692-49,582 (+)

72
HNH endonuclease (CDS_0073)

75

Mycobacterium_phage_SwissCheese: 42,034-51,803 (+)

78 79 80 81 84

Mycobacterium_phage_Turj99: 41,731-51,142 (+)

68 74

NC_052451.1: 41,380-51,726 (+)

71 78

Mycobacterium_phage_Adahisdi: 41,084-51,684 (+)

74 tRNA-Trp(CCA)

Mycobacterium_phage_Dussy: 41,477-51,325 (+)

78 80

Mycobacterium_phage_DrFeelGood: 39,866-50,136 (+)

69 70 73

Mycobacterium_phage_Trouble: 41,617-52,083 (+)

72 73 74 76 77 79 HNH endonuclease (CDS_0080)

Mycobacterium_phage_Perseus: 42,967-53,123 (+)

78 79

Mycobacterium_phage_Alvin: 40,295-49,558 (+)

68 endonuclease (CDS_0072) 75

NC_052423.1: 45,316-50,845 (+)

endolysin (CDS_0080)

Mycobacterium_phage_Zephyr: 46,387-52,301 (+)

74 endolysin (CDS_0079)

Mycobacterium_phage_Manatee: 45,112-51,021 (+)

endolysin (CDS_0079) 81

KF493880.1: 46,863-52,371 (+)

80 endolysin (CDS_0085)

Mycobacterium_phage_Lopton: 46,225-52,375 (+)

78 endolysin (CDS_0083)

NC_052450.1: 45,218-51,671 (+)

HNH endonuclease (CDS_0083)

Mycobacterium_phage_PattyP: 46,065-52,056 (+)

HNH endonuclease (CDS_0084)

Mycobacterium_phage_BaconJack: 47,843-53,774 (+)

83 endolysin (CDS_0088) 89

NC_028815.1: 45,578-51,336 (+)

endolysin (CDS_0081)

Mycobacterium_phage_Carlyle: 44,939-51,201 (+)

79 80

Mycobacterium_phage_SpikeBT: 43,400-50,180 (+)

79 HNH endonuclease (CDS_0082)

Mycobacterium_phage_Buttons: 43,306-49,401 (+)

HNH endonuclease (CDS_0079) endolysin (CDS_0080)

Mycobacterium_phage_Kenmech: 45,467-51,949 (+)

80 85 endolysin (CDS_0086)

NC_028828.1: 45,142-51,537 (+)

80 endolysin (CDS_0081)

Mycobacterium_phage_DreamCatcher: 47,062-53,407 (+)

minor tail protein (CDS_0084) 89 HNH endonuclease (CDS_0090)

Mycobacterium_phage_Jerm2: 47,074-53,214 (+)

HNH endonuclease (CDS_0083)

Mycobacterium_phage_Atkinbua: 47,112-52,937 (+)

91

Mycobacterium_phage_HermioneGrange: 47,507-53,128 (+)

endolysin (CDS_0084)

NC_052459.1: 47,393-53,464 (+)

endolysin (CDS_0084)

NC_023862.1: 45,611-52,117 (+)

HNH endonuclease (CDS_0077)
78 minor tail protein (CDS_0080) endolysin (CDS_0083)

Mycobacterium_phage_PherrisBueller: 43,667-49,190 (+)

minor tail protein (CDS_0079)

NC_052447.1: 44,678-50,486 (+)

minor tail protein (CDS_0078)

NC_052438.1: 45,637-51,144 (+)

74

Mycobacterium_phage_Lamina13: 47,738-53,236 (+)

83

Mycobacterium_phage_StrongArm: 46,463-52,187 (+)

77

NC_028784.1: 45,261-51,390 (+)

80

JF937099.1: 46,169-52,150 (+)

endolysin (CDS_0088) 89

JF937100.1: 44,659-50,467 (+)

76

GU247132.1: 47,342-53,118 (+)

90 minor tail protein (CDS_0092)

Mycobacterium_phage_ILeeKay: 45,082-50,998 (+)

78 minor tail protein (CDS_0080)

Mycobacterium_phage_Petp2012: 46,061-51,684 (+)

77

Mycobacterium_phage_Bircsak: 47,583-53,603 (+)

minor tail protein (CDS_0077)

Mycobacterium_phage_Hope4ever: 44,459-50,436 (+)

minor tail protein (CDS_0077)

Mycobacterium_phage_Dulcie: 48,252-53,951 (+)

minor tail protein (CDS_0087)

JF937103.1: 45,443-51,425 (+)

HNH endonuclease (CDS_0082)

Mycobacterium_phage_Briton15: 47,045-53,012 (+)

90

Mycobacterium_phage_Fenn: 47,100-53,429 (+)

91

Mycobacterium_phage_PinkPlastic: 43,708-49,574 (+)

80

Mycobacterium_phage_Ajay: 43,594-49,497 (+)

minor tail protein (CDS_0071)

Mycobacterium_phage_JackSparrow: 45,216-51,555 (+)

86

JX307705.1: 43,327-49,167 (+)

69

Mycobacterium_phage_Ringer: 45,701-51,999 (+)

84 85

Mycobacterium_phage_Aeneas: 47,270-53,665 (+)

78 83 84

Mycobacterium_phage_Gyzlar: 42,697-49,063 (+)

HNH endonuclease (CDS_0081)

Mycobacterium_phage_Ichabod: 47,366-53,297 (+)

90

Mycobacterium_phage_PSullivan: 43,878-49,971 (+)

76

KP027204.1: 47,314-53,039 (+)

86

NC_052415.1: 46,500-52,361 (+)

89

Mycobacterium_phage_Rajelicia: 46,971-52,824 (+)

83

Mycobacterium_phage_Wilkins: 45,300-50,888 (+)

77

Mycobacterium_phage_Fushigi: 44,019-50,349 (+)

HNH endonuclease (CDS_0083)

Mycobacterium_phage_Rubeus: 43,040-49,039 (+)

HNH endonuclease (CDS_0082)

Mycobacterium_phage_Scowl: 45,617-51,671 (+)

78

NC_052461.1: 45,860-52,363 (+)

HNH endonuclease (CDS_0087)

JN153085.1: 45,303-51,402 (+)

75

Mycobacterium_phage_Parliament: 47,839-53,708 (+)

82 83

KC701493.1: 46,751-53,350 (+)

HNH endonuclease (CDS_0089) endolysin (CDS_0090)

EU744248.1: 47,028-53,553 (+)

HNH endonuclease (CDS_0085) endolysin (CDS_0086)

Mycobacterium_phage_Zeuska: 46,988-53,579 (+)

HNH endonuclease (CDS_0086) 87 88

NC_028928.1: 47,113-53,436 (+)

HNH endonuclease (CDS_0085) 86

EU744252.1: 44,988-51,602 (+)

HNH endonuclease (CDS_0087) endolysin (CDS_0088)

NC_022979.1: 46,185-52,804 (+)

HNH endonuclease (CDS_0086) 87

Mycobacterium_phage_Squee: 46,039-52,531 (+)

78 82 84

Mycobacterium_phage_Tripl3t: 44,010-53,546 (+)

77 82

Mycobacterium_phage_Smeagol: 43,539-53,115 (+)

76 80 81 83

Mycobacterium_phage_Target: 39,109-48,579 (+)

site-specific recombination directionality factor RDF (CDS_0065)
66 69 73 74

Mycobacterium_phage_Pinto: 40,800-50,591 (+)

62 65 70

NC_052460.1: 42,689-52,582 (+)

72 77 79

Mycobacterium_phage_Ohno789: 42,325-52,798 (+)

70 71 75 77 78 79 80 81

Mycobacterium_phage_NEHalo: 39,930-50,516 (+)

67 68 69 70 71 72

NC_052413.1: 40,767-51,718 (+)

71 72 73 74 75 76

Mycobacterium_phage_Magnito: 40,192-51,724 (+)

DNA repair protein (CDS_0064)
69 70 71 72 73 74 75 DNA binding protein (CDS_0076)

Mycobacterium_phage_Kykar: 40,270-50,275 (+)

66 71 72 73 74

Mycobacterium_phage_Violet: 40,899-52,462 (+)

62 68 69 70 71 72 73 74 75 76

NC_052419.1: 42,217-53,423 (+)

76 77 78 79 80

NC_042329.1: 39,851-50,969 (+)

70 71 72 73 74

Mycobacterium_phage_Crispicous1: 38,583-50,808 (+)

58 64 65 66 67 68 69 70 71 72

Mycobacterium_phage_Snazzy: 41,275-52,201 (+)

69 74 75
DNA binding protein (CDS_0076)

77 78 79

Mycobacterium_phage_Paphu: 40,153-51,140 (+)

69 70 71 72 73 74

NC_052422.1: 37,627-49,709 (+)

site-specific recombination directionality factor RDF (CDS_0058)
59 64 65 66 67 68 69 70 71 72 73

JN699016.1: 39,658-52,360 (+)

transcriptional repressor (CDS_0054) 60 61 62 63 64 65 66 67 68

Mycobacterium_phage_Bethlehem: 42,890-52,231 (+)

73 78 79

Mycobacterium_phage_Watermelon: 41,132-50,946 (+)

72 74 HNH endonuclease (CDS_0075)

NC_052453.1: 38,326-49,512 (+)

67 68 69 70 71 72 73

NC_031041.1: 41,349-52,482 (+)

74 75 77 80 minor tail protein (CDS_0083) 87

5000 nt
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