
NC_052445.1: 34,578-39,897 (+)

51 52 53 54 55 56

HTH DNA binding protein (CDS_0057)

58
exonuclease (CDS_0059)

60 61
transcriptional repressor (CDS_0062)

63

Mycobacterium_phage_Traft412: 33,821-40,154 (+)

51 58 exonuclease (CDS_0059) 64

NC_028920.1: 34,747-39,721 (+)

48 53

Mycobacterium_phage_Hope4ever: 33,877-40,006 (+)

55 57 58

NC_031041.1: 33,914-39,554 (+)

53 54 56 59

Mycobacterium_phage_Briton15: 35,812-41,277 (+)

61 62

AY500152.1: 34,954-40,556 (+)

59 60 recombination directionality factor (CDS_0065)

Mycobacterium_phage_PSullivan: 31,927-38,156 (+)

MTase_II_00173 Type (CDS_0053) recombination directionality factor

Mycobacterium_phage_Beatrix: 35,460-40,427 (+)

59

Mycobacterium_phage_Adahisdi: 35,291-39,859 (+)

56

Mycobacterium_phage_BeesKnees: 33,336-38,883 (+)

oMTase_00015 orphan (CDS_0057)
58

Mycobacterium_phage_Dynamix: 33,354-38,788 (+)

oMTase_00015 orphan (CDS_0056)
57

Mycobacterium_phage_McGuire: 33,407-39,300 (+)

oMTase_00015 orphan (CDS_0056)
HNH endonuclease (CDS_0058)

Mycobacterium_phage_JackSparrow: 35,186-39,722 (+)

59 64

EU744252.1: 34,096-39,420 (+)

52 53 58 60

Mycobacterium_phage_PherrisBueller: 33,073-38,048 (+)

52 53 57

Mycobacterium_phage_SpikeBT: 32,730-38,310 (+)

HNH endonuclease (CDS_0048) 54

Mycobacterium_phage_NEHalo: 34,211-39,791 (+)

53

NC_052438.1: 33,952-39,681 (+)

47 53

NC_042329.1: 34,632-39,659 (+)

55

NC_022979.1: 34,466-39,708 (+)

54 56 58

Mycobacterium_phage_Wilkins: 32,261-38,665 (+)

45 46 50
oMTase_00015 orphan (CDS_0052)

53

Mycobacterium_phage_Seanderson: 35,339-41,126 (+)

53 57 59

Mycobacterium_phage_Zeuska: 36,235-41,591 (+)

59 64 65

Mycobacterium_phage_DreamCatcher: 33,255-39,993 (+)

50
HNH endonuclease (CDS_0056)

57 58 59 60

Mycobacterium_phage_MaryBeth: 34,320-40,342 (+)

56 57 58 59

Mycobacterium_phage_Bruns: 34,086-40,283 (+)

61 62 63 64

NC_052419.1: 35,935-42,486 (+)

MTase_II_00173 Type (CDS_0057) 58 60 61 62 67

GU247132.1: 35,571-41,347 (+)

64 65 66 67 68

NC_052422.1: 32,055-38,552 (+)

51 52 53 54 transcriptional repressor (CDS_0057)

Mycobacterium_phage_Snazzy: 33,809-41,544 (+)

HNH endonuclease (CDS_0056)
transposase (CDS_0057) 58 59 60 61

Mycobacterium_phage_Pippin: 33,252-40,044 (+)

transposase (CDS_0054) 55 56 57

NC_052426.1: 36,389-42,469 (+)

transposase (CDS_0059) 60 61 62

Mycobacterium_phage_Lamina13: 35,682-42,936 (+)

MTase_II_00173 Type (CDS_0059) transposase (CDS_0061) 62 63 64

Mycobacterium_phage_Arcanine: 35,372-42,117 (+)

transposase (CDS_0057) 58 59 60

Mycobacterium_phage_Rajelicia: 35,578-42,593 (+)

transposase (CDS_0058) 59 60 61

NC_052415.1: 34,614-41,475 (+)

transposase (CDS_0059) 60 61 62

NC_052457.1: 33,830-40,441 (+)

transposase (CDS_0055) 56 57 58 63

NC_052446.1: 33,609-40,665 (+)

58
transposase (CDS_0059)

60

NC_052459.1: 35,359-42,076 (+)

57
transposase (CDS_0058)

59

JF957057.1: 34,571-41,860 (+)

58
transposase (CDS_0059)

60 61 62

Mycobacterium_phage_Corvo: 34,943-41,867 (+)

56
transposase (CDS_0057)

58 59 60

Mycobacterium_phage_Kanely: 33,589-40,781 (+)

transposase (CDS_0057) 58 59 60

Mycobacterium_phage_Forsytheast: 34,168-41,060 (+)

59
transposase (CDS_0060)

61

Mycobacterium_phage_Euphoria: 33,823-41,051 (+)

49 55
transposase (CDS_0056)

57 58 59

Mycobacterium_phage_Parliament: 36,909-43,200 (+)

transposase (CDS_0059) 60 61 62

Mycobacterium_phage_Ohno789: 35,499-42,594 (+)

60
transposase (CDS_0061)

62 63 64

NC_052410.1: 33,572-39,961 (+)

transposase (CDS_0056) 57 58 59

Mycobacterium_phage_Scowl: 33,572-39,961 (+)

transposase (CDS_0056) 57 58 59

Mycobacterium_phage_Dulcie: 36,431-42,996 (+)

transposase (CDS_0061) 62 63 64

AY500153.1: 35,240-42,893 (+)

59
transposase (CDS_0060)

61 62 63

Mycobacterium_phage_Bethlehem: 35,240-42,893 (+)

59
transposase (CDS_0060)

61 62 63

Mycobacterium_phage_Pari: 33,595-40,622 (+)

transposase (CDS_0060) 61 62 63

Mycobacterium_phage_Atkinbua: 34,297-42,432 (+)

61
transposase (CDS_0062)

63 64 65 70

Mycobacterium_phage_Rubeus: 31,861-38,750 (+)

57
transposase (CDS_0058)

59

Mycobacterium_phage_KyMonks1A: 34,232-41,361 (+)

HTH DNA binding protein (CDS_0057) 59
transposase (CDS_0060)

61 62 63

Mycobacterium_phage_Watermelon: 32,798-40,935 (+)

52 54
transposase (CDS_0055)

56 57 58

Mycobacterium_phage_Licorice: 34,775-42,056 (+)

transposase (CDS_0055) 56 57 58

KP027204.1: 33,690-41,688 (+)

HNH endonuclease (CDS_0058)

59
transposase (CDS_0060)

61 62 63 64

Mycobacterium_phage_Buttons: 31,263-38,469 (+)

transposase (CDS_0053) 54 55 56

Mycobacterium_ACME_complete: 34,239-42,107 (+)

transposase (CDS_0057) 58 59 60

Mycobacterium_phage_Gompelli16: 35,953-42,560 (+)

transposase (CDS_0053) 54 55 56

Mycobacterium_phage_Bircsak: 35,953-42,942 (+)

transposase (CDS_0052) 53 54 55 61

NC_052413.1: 33,616-41,036 (+)

52
HNH endonuclease (CDS_0055)

transposase (CDS_0056) 57 58

Mycobacterium_phage_GageAP: 34,465-41,384 (+)

56
transposase (CDS_0057)

58 59 60

Mycobacterium_phage_HermioneGrange: 35,576-42,665 (+)

58
transposase (CDS_0059)

60 65

Mycobacterium_phage_Zephyr: 33,667-41,051 (+)

54
transposase (CDS_0055)

56

Mycobacterium_phage_Jerm2: 35,316-42,419 (+)

57
transposase (CDS_0058)

59

NC_052468.1: 34,448-41,986 (+)

transposase (CDS_0052) 53 54

JN699016.1: 34,909-41,197 (+)

44 50

Mycobacterium_phage_Barriga: 33,098-41,277 (+)

transposase (CDS_0058) 59 60 61 62 63 HTH DNA binding protein (CDS_0064)

Mycobacterium_phage_Carlyle: 32,103-39,270 (+)

transposase (CDS_0055) 56 57 58 transcriptional repressor (CDS_0061)

Mycobacterium_phage_BigPaolini: 31,563-39,193 (+)

transposase (CDS_0054) 55 56 57 63

Mycobacterium_phage_Treddle: 34,324-40,775 (+)

55 56 57 58

JF937100.1: 32,492-39,083 (+)

HNH endonuclease (CDS_0053) 54 55 56

Mycobacterium_phage_Oogway: 35,133-40,661 (+)

58 59 60 61

Mycobacterium_phage_Marge: 33,208-38,856 (+)

53 54 55 56

NC_052451.1: 35,133-40,661 (+)

58 59 60 61

NC_029059.1: 34,158-39,782 (+)

55 56 57

NC_052461.1: 35,096-40,686 (+)

56 57 58 59 64

Mycobacterium_phage_Smeagol: 35,257-42,162 (+)

transposase (CDS_0058) 59 60 61 62 66 67

Mycobacterium_phage_Ichabod: 35,361-41,125 (+)

HNH endonuclease (CDS_0061)
62 63

Mycobacterium_phage_Violet: 36,377-41,544 (+)

56 57 62

Mycobacterium_phage_Lopton: 35,867-41,720 (+)

HNH endonuclease (CDS_0058) 59 60

Mycobacterium_phage_StrongArm: 35,101-40,529 (+)

56 57

KC701493.1: 34,578-40,688 (+)

52 59 61 62

Mycobacterium_phage_Kykar: 34,920-40,539 (+)

57

Mycobacterium_phage_DrFeelGood: 33,007-39,362 (+)

54 55

Mycobacterium_phage_Fushigi: 30,849-36,539 (+)

45 50
HTH DNA binding protein (CDS_0051)

52

NC_028815.1: 33,792-39,647 (+)

49 54 HTH DNA binding protein (CDS_0055)

Mycobacterium_phage_Magnar: 34,052-39,237 (+)

56 HTH DNA binding protein (CDS_0057)

AF271693.1: 32,539-38,719 (+)

53 54 55

Mycobacterium_phage_Gyzlar: 30,761-36,118 (+)

45 52

Mycobacterium_phage_KSSJEB: 32,463-38,952 (+)

endonuclease VII (CDS_0047)
48 HTH DNA binding protein (CDS_0053)

MTase_II_00173 Type (CDS_0054)
55

EU744248.1: 36,222-41,082 (+)

57

NC_052450.1: 35,972-40,360 (+)

58

Mycobacterium_phage_Trouble: 35,152-40,818 (+)

60

Mycobacterium_phage_Francis47: 34,839-42,520 (+)

transposase (CDS_0054) 55 56 57 58

Mycobacterium_phage_PacerPaul: 32,904-42,087 (+)

45 transposase (CDS_0051) 52 53 54 55

Mycobacterium_phage_Squee: 32,579-39,621 (+)

48 51 HNH endonuclease (CDS_0055)

Mycobacterium_phage_Manatee: 32,908-39,214 (+)

52 53

Mycobacterium_phage_Zeeculate: 33,714-40,892 (+)

48 49 exonuclease (CDS_0054)

Mycobacterium_phage_BaconJack: 34,688-40,683 (+)

DNA methyltransferase (CDS_0050) 55

Mycobacterium_phage_Sunshine924: 35,098-38,589 (+)

57

Mycobacterium_phage_Dussy: 33,740-39,221 (+)

53 57

Mycobacterium_phage_Alvin: 32,394-38,437 (+)

46
DNA methyltransferase (CDS_0047)

49 53 54

NC_028928.1: 34,988-41,368 (+)

60

NC_052453.1: 33,747-38,838 (+)

55

Mycobacterium_phage_Bones: 33,758-39,681 (+)

45 46 48 53

Mycobacterium_phage_Pinto: 32,667-39,776 (+)

51 transposase (CDS_0054) 55

Mycobacterium_phage_Seabiscuit: 32,263-39,732 (+)

46 49 53 54 endonuclease VII (CDS_0058)

NC_022070.1: 34,518-42,698 (+)

endonuclease VII (CDS_0054) 55

NC_052448.1: 33,423-39,484 (+)

50 54 55 56 HTH DNA binding protein (CDS_0057)

NC_052464.1: 36,192-42,885 (+)

55 56 57 HTH DNA binding protein (CDS_0058)

Mycobacterium_phage_PhrostyMug: 35,597-42,467 (+)

55 56 57 HTH DNA binding protein (CDS_0058)

Mycobacterium_phage_Aeneas: 35,754-42,610 (+)

56 57 58 HTH DNA binding protein (CDS_0059)

Mycobacterium_phage_Perseus: 35,742-42,353 (+)

55 56 57 HTH DNA binding protein (CDS_0058)

JQ698665.1: 35,578-43,230 (+)

57 58 59 HTH DNA binding protein (CDS_0060)

NC_023862.1: 33,694-39,875 (+)

54 55 56 HTH DNA binding protein (CDS_0057)

NC_052443.1: 34,912-40,984 (+)

58 62 63 64

Mycobacterium_phage_Bigfoot: 33,144-39,740 (+)

53 57 58

Mycobacterium_phage_Target: 30,503-36,948 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045)
47 51 52 53

Mycobacterium_phage_Jorgensen: 36,241-42,495 (+)

transposase (CDS_0062) 63 64 65 71

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


