
Mycobacterium_phage_Fenn: 30,452-36,294 (+)

40 41

site-specific recombination directionality factor RDF (CDS_0042)
metallo-phosphoesterase (CDS_0043)

44
phosphofructokinase (CDS_0045)

46 47 48 49 50 51 52 53

Mycobacterium_phage_Pari: 27,165-34,416 (+)

36 37 38

metallo-phosphoesterase (CDS_0042)

43
phosphofructokinase (CDS_0044)

45 48 endonuclease VII (CDS_0049)

JF937099.1: 27,426-35,028 (+)

metallo-phosphoesterase (CDS_0041) 42
phosphofructokinase (CDS_0043)

44 47 49

Mycobacterium_phage_Bruns: 27,501-33,532 (+)

41 42 43 44 48 49 50

NC_023862.1: 25,318-33,969 (+)

34 metallo-phosphoesterase (CDS_0039) 40
phosphofructokinase (CDS_0041)

42 47 48 DNA methyltransferase (CDS_0049)

Mycobacterium_phage_Alvin: 28,094-34,912 (+)

metallo-phosphoesterase (CDS_0040) 41 phosphofructokinase (CDS_0042) 49

NC_052422.1: 27,008-33,428 (+)

metallo-phosphoesterase (CDS_0038) 39
phosphofructokinase (CDS_0040)

41 46 47

JX307705.1: 25,672-34,128 (+)

metallo-phosphoesterase (CDS_0038) 39
phosphofructokinase (CDS_0040)

DNA primase (CDS_0041) 45

NC_052465.1: 27,713-34,618 (+)

metallo-phosphoesterase (CDS_0042) 43
phosphofructokinase (CDS_0044)

45

Mycobacterium_phage_Snazzy: 27,713-34,736 (+)

metallo-phosphoesterase (CDS_0042) 43
phosphofructokinase (CDS_0044)

45 46

NC_052432.1: 26,835-34,466 (+)

metallo-phosphoesterase (CDS_0039) 40
phosphofructokinase (CDS_0041)

42 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0046)

Mycobacterium_phage_Gyzlar: 24,886-32,012 (+)

metallo-phosphoesterase (CDS_0035) 36
phosphofructokinase (CDS_0037)

38 endonuclease VII (CDS_0042) 45

Mycobacterium_phage_DreamCatcher: 27,671-34,478 (+)

42 43 phosphofructokinase (CDS_0044) 50

Mycobacterium_phage_JackSparrow: 27,917-35,199 (+)

39 41 42
phosphofructokinase (CDS_0043)

44 47 49 50

Mycobacterium_phage_Atkinbua: 28,020-35,118 (+)

43 44
phosphofructokinase (CDS_0045)

46

Mycobacterium_phage_Kanely: 27,523-34,410 (+)

metallo-phosphoesterase (CDS_0041) 42
phosphofructokinase (CDS_0043)

44

Mycobacterium_phage_CactusRose: 27,251-35,252 (+)

metallo-phosphoesterase (CDS_0039)
phosphofructokinase (CDS_0040)

41 anti-RM (APIS107) (CDS_0046) 47

Mycobacterium_phage_KyMonks1A: 27,705-33,836 (+)

41 42 43 44 49

NC_052454.1: 27,884-34,061 (+)

40 41 phosphofructokinase (CDS_0042)

Mycobacterium_phage_Zephyr: 27,863-34,784 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Smeagol: 28,119-36,021 (+)

42 43
phosphofructokinase (CDS_0044)

45 DNA methyltransferase (CDS_0049)

NC_052443.1: 27,578-35,733 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43 44 48

Mycobacterium_phage_Fascinus: 27,270-34,744 (+)

metallo-phosphoesterase (CDS_0039) 40
phosphofructokinase (CDS_0041)

42 43

Mycobacterium_phage_Bigfoot: 27,122-34,231 (+)

metallo-phosphoesterase (CDS_0038) 39
phosphofructokinase (CDS_0040)

41

NC_052460.1: 29,179-36,974 (+)

44 45
phosphofructokinase (CDS_0046)

47 52

Mycobacterium_phage_PattyP: 27,221-35,870 (+)

40
phosphofructokinase (CDS_0041)

42 45

JF937103.1: 27,234-35,720 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43 49 50 DnaB-like replicative helicase

Mycobacterium_phage_Euphoria: 27,170-34,644 (+)

39 40 phosphofructokinase (CDS_0041)

Mycobacterium_phage_Arcanine: 25,827-36,193 (+)

40 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_NEHalo: 25,615-35,843 (+)

38 39
phosphofructokinase (CDS_0040)

41 46 48

Mycobacterium_phage_Rubeus: 26,032-32,682 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Pinto: 27,175-34,836 (+)

39 40
phosphofructokinase (CDS_0041)

42

Mycobacterium_phage_Lopton: 28,791-35,295 (+)

41
phosphofructokinase (CDS_0042)

43

JF957057.1: 27,695-35,392 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Ichabod: 27,966-36,182 (+)

43 44
phosphofructokinase (CDS_0045)

46 51 52

Mycobacterium_phage_BaconJack: 28,618-37,803 (+)

42
phosphofructokinase (CDS_0043)

44 47 48

Mycobacterium_phage_Tripl3t: 27,794-33,844 (+)

40 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Arlo: 27,619-35,089 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Rufus: 27,745-35,309 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Sibs6: 26,470-33,378 (+)

41 42
phosphofructokinase (CDS_0043)

44

Mycobacterium_phage_PSullivan: 26,632-33,297 (+)

38 39
phosphofructokinase (CDS_0040)

41 43

NC_052424.1: 27,252-34,514 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43 DNA methyltransferase (CDS_0047)

Mycobacterium_phage_Jerm2: 25,889-36,125 (+)

35 metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_HermioneGrange: 26,135-36,397 (+)

metallo-phosphoesterase (CDS_0040) 41
phosphofructokinase (CDS_0042)

43

Mycobacterium_phage_Petp2012: 28,182-37,165 (+)

40 41
phosphofructokinase (CDS_0042)

43 44

Mycobacterium_phage_BeesKnees: 25,527-32,793 (+)

41

NC_028928.1: 25,871-33,029 (+)

42

Mycobacterium_phage_Briton15: 25,768-33,199 (+)

41

EU744252.1: 25,678-32,535 (+)

34 39

Mycobacterium_phage_Sunshine924: 25,776-32,652 (+)

41 45

KF493880.1: 25,395-33,685 (+)

40
metallo-phosphoesterase (CDS_0042)

43

Mycobacterium_phage_PinkPlastic: 25,512-32,736 (+)

41

GU247132.1: 29,495-36,392 (+)

50

Mycobacterium_phage_STLscum: 29,754-33,757 (+)

48

Mycobacterium_phage_Target: 26,699-34,179 (+)

43 47

Mycobacterium_phage_Parliament: 29,214-37,836 (+)

47 MTase_II_00102 Type (CDS_0050) 52

Mycobacterium_phage_Paphu: 27,930-35,499 (+)

39 40
phosphofructokinase (CDS_0041)

42

Mycobacterium_phage_Lamina13: 28,935-36,875 (+)

47 48 50 HNH endonuclease (CDS_0051)

NC_028784.1: 28,908-36,893 (+)

47 48

Mycobacterium_phage_Zeeculate: 28,164-35,821 (+)

40 41
phosphofructokinase (CDS_0042)

43 48 49

Mycobacterium_phage_Violet: 28,295-37,186 (+)

39 40
phosphofructokinase (CDS_0041)

42

NC_052451.1: 26,608-35,942 (+)

36 37 41 42
phosphofructokinase (CDS_0043)

44 50

Mycobacterium_phage_Adahisdi: 27,138-36,100 (+)

41 42
phosphofructokinase (CDS_0043)

44

JQ698665.1: 25,847-36,665 (+)

metallo-phosphoesterase (CDS_0039) 40

phosphofructokinase (CDS_0041)

42
DNA primase (CDS_0043)

44

Mycobacterium_phage_Aeneas: 25,844-36,681 (+)

39 40
phosphofructokinase (CDS_0041)

42 43 44 DNA methyltransferase (CDS_0047)

Mycobacterium_phage_PhrostyMug: 25,561-36,524 (+)

38 39
phosphofructokinase (CDS_0040)

41 42 43

Mycobacterium_phage_Perseus: 26,193-36,669 (+)

40 41
phosphofructokinase (CDS_0042)

43 44

NC_023720.1: 26,193-36,551 (+)

40 41
phosphofructokinase (CDS_0042)

43

NC_052464.1: 28,018-37,001 (+)

40 41
phosphofructokinase (CDS_0042)

43

NC_052426.1: 26,288-35,843 (+)

41 42
phosphofructokinase (CDS_0043)

44

NC_028920.1: 25,527-36,117 (+)

38 39
phosphofructokinase (CDS_0040)

41 48

Mycobacterium_phage_Ajay: 25,785-36,157 (+)

42 43
phosphofructokinase (CDS_0044)

45 50
HTH DNA binding protein (CDS_0051)

JF937108.1: 25,684-36,704 (+)

metallo-phosphoesterase (CDS_0041) 42
phosphofructokinase (CDS_0043)

DNA primase (CDS_0044)

Mycobacterium_phage_Turj99: 25,410-36,408 (+)

40 41
phosphofructokinase (CDS_0042)

43

EU744248.1: 28,995-36,329 (+)

44 47 48

NC_052447.1: 28,111-35,173 (+)

45 49

JN398369.1: 28,628-35,952 (+)

44 51

NC_023710.1: 28,628-35,952 (+)

44

Mycobacterium_phage_Rajelicia: 28,545-37,283 (+)

46

Mycobacterium_phage_PacerPaul: 27,869-37,259 (+)

42
oMTase_00015 orphan (CDS_0049)

50

Mycobacterium_phage_Treddle: 28,070-35,849 (+)

44

NC_022070.1: 26,021-36,131 (+)

metallo-phosphoesterase (CDS_0039) 40 41 42 DNA methyltransferase (CDS_0045)

NC_052445.1: 27,343-34,853 (+)

37
metallo-phosphoesterase (CDS_0041)

42 43 44 48 50

Mycobacterium_phage_Fushigi: 25,395-32,719 (+)

metallo-phosphoesterase (CDS_0039) 40
phosphofructokinase (CDS_0041)

42

Mycobacterium_phage_Bones: 28,386-36,735 (+)

41 42
phosphofructokinase (CDS_0043)

44

Mycobacterium_phage_StrongArm: 29,336-36,465 (+)

42
phosphofructokinase (CDS_0043)

44

NC_052419.1: 29,277-36,862 (+)

46 49 50

NC_042329.1: 28,411-35,728 (+)

45

Mycobacterium_phage_Big3: 28,191-33,937 (+)

41 42 phosphofructokinase (CDS_0043)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


