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MGV-GENOME-0196467:4,670-20,631 (+)
RM_Type_IV_FAM_ 2 (CDS_0011)
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MGV-GENOME-0192579:4,669-19,965 (+)
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MGV-GENOME-0189086:4,679-19,387 (+)
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MGV-GENOME-0178909:4,671-17,789 (+)
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MGV-GENOME-0202122:4,671-21,637 (+)
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MGV-GENOME-0194630:4,671-20,315 (+)
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MGV-GENOME-0185864: 4,417-18,861 (+)
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MGV-GENOME-0194201: 4,800-20,247 (+)
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MGV-GENOME-0191338: 4,416-19,754 (+)

RM_Type_IV_FAM_2 (CDS_0016)
endolysin (CDS_0015)
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MGV-GENOME-0228397:4,671-26,272 (+)

RM_Type_IV_FAM_2 (CDS_0015)
11 12 13 14 16 17
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MGV-GENOME-0223307: 4,670-25,402 (+)

11 12 13 14

MGV-GENOME-0184054:4,671-18,581 (+)
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10 11 12 13 endolysin (CDS_0014) 19
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MGV-GENOME-0188651:4,670-22,054 (+)

10 11 12 13 endolysin (CDS_0014) 19
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10 11 12 13 endolysin (CDS_0014)

MGV-GENOME-0192291:4,671-20,950 (+)
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