baseplate wedge subunit (CDS_0019)
baseplate spike (EDS_0017)
tail protein (CDS_0021)
tail protein (CDS_0018) tail fiber protein (CDS_0022) ParB-like partition protein (CDS_0029)
\ baseplate protein (CDS_0020) 2324 25 2627 28 30
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MGV-GENOME-4389300: 14,147-22,852 (+)

tail fiber protein (CDS_0022)
23

!#
|

. S E—
MGV-GENOME-4388708: 14,147-22,702 (+)

tail fiber protein (CDS_0022) 23 28

e
MGV-GENOME-0183616: 14,147-22,785 (+)
tail fiber protein (CDS_0022) 27

MGV-GENOME-0187150: 14,147-23,350 (+)
tail fiber protein (CDS_0024)
tail collar fiber protein (CDS_0022,
23 | 26

e ———————————————————————]
MGV-GENOME-0185596: 14,117-23,094 (+)
MTase_lI_00048 Type (CDS_0032)
Rz-like spanin (CDS_0030)

endolysin (CDS_0029)
holin (CDS_0027) | tRNA-Met(CAT)
tail fiber protein (CDS_0022) 23 24 25  26holin(CDS 0028) | 31 33
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MGV-GENOME-0212564: 14,147-27,764 (+)
Rz-like spanin (CDS_0029)
endolysin (CDS_0028)
holin (CDS_0026) | MTase_I1_00048 Type (CDS_0031)
tail fiber protein (CDS_0022) 23 24  25holin(CDS 0027) | 30 32
e 1 - e & 8§ ]| I
MGV-GENOME-0212359: 14,147-27,724 (+)
Rz-like spanin (CDS_0032)
endolysin (CDS_0031)
MarR family transcrition regulator (CDS_0023)  holin (CDS_0029) MTase_II_00048 Type (CDS_0034)
22 [ 2425 26 27 28holin(CDS 0030) | 33 35
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MGV-GENOME-0220973: 14,147-29,282 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023) HTH DNA binding protein (CDS_0031)
DNA invertase (CDS_0026) toxin (CDS_0030)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025) 27 2829 | | 32
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TemPhD_cluster_37939: 14,147-29,9083 (+)
tail fiber assembly protein (CDS_0024)
tail fiber chaperone (CDS_0023)
DNA invertase (CDS_0026) toxin (CDS_0030)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025) 27 28 29 TﬂH DNA binding protein (CDS_0031)

!

TemPhD_cluster_63102_: 14,147-29,644 (+)
tail fiber assembly protein (CDS_0023)

tail fiber chaperone (CDS_0024) HTH DNA bindinwotein (CDS_0031)
DNA invertase (CDS_0026) toxin (CDS_0030)
tail fiber protein (CDS_0022) tail fiber protein (CDS_0025) 27 28 29 \ 32

TemPhD_cluster_63060_: 14,147-29,811 (+)

tail fiber assembly protein (CDS_0023)

tail fiber chaperone (CDS_0024) HTH DNA binding protein (CDS_0031)
tail fiber protein (CDS_0025) toxin (CDS_0030)

tail fiber protein (CDS_0022) ‘ \ 26 27 28 29 | 32

!
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TemPhD_cluster_52049:14,147-29,675 (+)

tail fiber assembly protein (CDS_0023) HTH DNA binding protein (CDS_0032)
tail fiber chaperone (CDS_0024) toxin (CDS_0031)

tail fiber protein (CDS_0022) \ 25 26 27 28 29 30 | 33

{
-

I —— R E— —— — I S E— —
TemPhD_cluster_52027:14,147-29,813 (+)

tail assembly chaperone (CDS_0023)

tail fiber chaperone (CDS_0024) HTH DNA bindinwotein (CDS_0031)
tail fiber protein (CDS_0025) toxin (CDS_0030)

tail fiber protein (CDS_0022) ‘ | 26 27 28 29 | 32 33
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TemPhD_cluster_51957:14,147-30,123 (+)

tail fiber chaperone (CDS_0024)
tail fiber chaperone (CDS_0023) HTH DNA binding protein (CDS_0031)
tail fiber protein (CDS_0025) toxin (CDS_0030)
tail fiber protein (CDS_0022) | 26 27 2829 | | 32 33
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TemPhD_cluster_51936: 14,147-30,199 (+)
tail fiber chaperone (CDS_0024)
tail fiber chaperone (CDS_0023) HTH DNA binding protein (CDS_0031)
tail fiber protein (CDS_0025) toxin (CDS_0030)

tail fiber protein (CDS_0022) 26 27 28 29 | 32
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TemPhD_cluster_52019: 14,147-29,839 (+)

DNA invertase (CDS_0024)
tail fiber protein (CDS_0022) toxin (CDS_0028)
23 25 26 27 _HTH DNA binding protein (CDS_0029)
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TemPhD_cluster_23943: 14,148-27,116 (+)

HTH DNA binding protein (CDS_0029)
tail fiber assembly (CDS_0023) toxin (CDS_0028)

tail fiber protein (CDS_0022) 24 25 26 27 \ 30

MGV-GENOME-0218882: 14,147-28,929 (+)
HTH DNA binding protein (CDS_0029)
toxin (CDS_0028)
2627 | | 30 31
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TemPhD_cluster_52134:14,147-29,272 (+)

HTH DNA binding protein (CDS_0029)
tail fiber assembly (CDS_0023) toxin (CDS_0028)
tail fiber protein (CDS_0022) 24 26 27 | 30 31

N
w

{
1

L EEE———" S E— ——
MGV-GENOME-0225439: 14,147-30,034 (+)

HTH DNA binding protein (CDS_0029)
tail fiber assembly (CDS_0023) toxin (CDS_0028)
tail fiber protein (CDS_0022) 24 25 26 27 | 30
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MGV-GENOME-0214993: 14,147-28,218 (+)

HTH DNA binding protein (CDS_0029)
tail fiber assembly (CDS_0023) toxin (CDS_0028)
tail collar fiber protein (CDS_0022) 24 26 27 \ 30 31 minor tail protein (CDS_0037)
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,586 (+)

6000 nt {

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC) tRNA
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