
IMGVR_UViG_3300045988_074197|3300045988|Ga0495776_139766: 35,058-42,460 (+)

exonuclease
42 43

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)

45 46 47 48 49 50 51 52 53 54 55 56
nucleoside triphosphate pyrophosphohydrolase (CDS_0057)

58 59

MGV-GENOME-0287713: 35,058-42,170 (+)

DNA methyltransferase (CDS_0048) 49 50 51 52 53

IMGVR_UViG_3300045988_083085|3300045988|Ga0495776_094831: 33,634-41,527 (+)

46 47 48 49 50 MTase_II_00172 Type (CDS_0055)

uvig_179620: 35,917-43,465 (+)

Mu Gam-like end protection (CDS_0046)
exonuclease (CDS_0047) 52 53 54 55 56 57

uvig_152373_: 31,778-38,284 (+)

41 46 47 48

IMGVR_UViG_3300045988_070667|3300045988|Ga0495776_135573: 32,576-39,873 (+)

47
MTase_II_00074 Type (CDS_0049)

50 51 52 53

MGV-GENOME-0281460: 32,577-39,720 (+)

47

MGV-GENOME-0277902: 31,503-38,537 (+)

44

MGV-GENOME-0284870: 33,534-39,872 (+)

48

uvig_492522: 33,675-40,355 (+)

49 51 52 54

IMGVR_UViG_3300045988_087284|3300045988|Ga0495776_094736: 32,910-41,776 (+)

HEase_00016 homing (CDS_0041) 43
MTase_II_00074 Type (CDS_0045)

46 47 48 49 MTase_II_00172 Type (CDS_0053)

MGV-GENOME-0273324: 25,339-33,582 (+)

MTase_II_00074 Type (CDS_0042) 43 44 45 46 47

IMGVR_UViG_3300045988_069579|3300045988|Ga0495776_019588: 32,500-41,692 (+)

43 44 MTase_II_00074 Type (CDS_0046) 47 48 49 50 51

SAMN00791977_a1_ct1134: 33,172-41,150 (+)

44
MTase_II_00074 Type (CDS_0046)

47 48 49 50 52
retron_type_VI_hth_cluster2_1 (CDS_0053)

54 58

IMGVR_UViG_3300045988_051077|3300045988|Ga0495776_112911: 32,686-39,984 (+)

HEase_00016 homing (CDS_0042) 46 47 48 49 52 54

MGV-GENOME-0281828: 32,686-39,984 (+)

46 47 48 49

IMGVR_UViG_3300029565_000014|3300029565|Ga0244861_100429: 32,686-40,113 (+)

46 47 48 49

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) anti-defence (dbAPIS)


