tail length tape measure protein HNH endonuclease (CDS_0023)
tail protein (CDS_0017) DNA polymerase/primase (CDS_0024)

16 18 1920 2122 | | minor tail protein (CDS_0025)

I ———
MGV-GENOME-0152585:13,919-20,825 (+)
21

MGV-GENOME-4352919:13,456-18,749 (+)
endolysin (CDS_0021) 22 23 24 25 26

e —
MGV-GENOME-0176235: 13,915-24,084 (+)
20 21 222324

e A
MGV-GENOME-0142681:11,995-19,592 (+)
endolysin (CDS_0021) phosphodiesterase (CDS_0026) 32

22 23 24 25 27 2829 30 31 | 33 HNH endonuclease (CDS_0034)

MGV-GENOME-0216665:14,073-30,947 (+)

21 22 24 25 26

MGV-GENOME-0188330: 14,072-24,369 (+)

23
endolysin (CDS 0021) 22 [24 25 26

MGV-GENOME-0182458: 14,073-25,033 (+)

23

21 22 24 25 26

MGV-GENOME-0178927:14,072-24,488 (+

21 22 23 24 25 27 28 29

MGV-GENOME-0190677: 13,927-26,358 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0027)
endolysin (CDS_0021) 29
22 2324 25 26 28 30 31 32

i+

MGV-GENOME-0227203: 14,073-28,208 (+)

endolysin (CDS_0021)
22 232425 26

27
T28 29 30

t

MGV-GENOME-0194018: 14,073-26,907 (+)

21 25
endolysin (CDS_0015) 20 2223 24 26 27 28

- S N e e E—
MGV-GENOME-0179252: 9,836-24,533 (+)

22
21 23 24 25 27

I S N W e —
MGV-GENOME-0175974:17,776-24,044 (+)
27

I I N ——
MGV-GENOME-0176712:17,624-24,158 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0021)
23

20 22 24 25 27

MGV-GENOME-0180211:9,846-24,690 (+)
21 22 23 24

MGV-GENOME-0175536:13,917-23,977 (+)
replication initiation O-like (CDS_0031)

endolysin (CDS_0021) endolysin (CDS_0029) 37
22 23 24 25 26 27 28 30 32 3334 35 36 T?LS 39 40
S, O, S, PO | SO S G S O S WSy W ) 14 3 g Uy
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