162 163 164 165 166 167 168 169 170 171 172 173 174 175 176 177 178
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uvig_194148:118,299-123,649 (+)
161 162 163

i

MGV-GENOME-0373214:115,518-121,079 (+)

153 154 157 160 161 162 163
S\ G . SO GO G SO, S S S5 g SO GO, T W) S CUSw—
MGV-GENOME-0373031:114,536-120,120 (+)
150 152 157 158 159 160 162 163 168

|
é

MG\/ GENOME-0372908: 114,212-120,231 (+)
154 161 162 163 164

[N
o
©

MGV GENOME-0373084: 115,732-120,882 (+)
114 115 116 117 118

MG\/ GENOME-0361121:81,164-86,298 (+)
134 139 140 141

MGV-GENOME-0370312:97,138-102,344 (+)
161 164 167 168

MGV-GENOME-0373449:117,252-121,384 (+)
158 159 160 162

—
GV-GENOME-0373226:117,364-121,282 (+)

<

uvig_512469:80,550-84,468 (+)
155 156 158 161

uvig 208231:115,647-119,511 (+)
2000 nt

unknown function
N



