
MGV-GENOME-0373449: 84,132-95,612 (+)

100 101 102 103 104
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0105)

106 107 108

MTase_II_00048 Type (CDS_0109)
RM_Type_II__Type_II_MTases_FAM_4 (CDS_0110)

HNH endonuclease (CDS_0111)
112 113 RNA ligase (CDS_0114) 115

MGV-GENOME-0371744: 81,655-93,176 (+)

98
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0100)

101 102 oMTase_00015 orphan (CDS_0106) 109

MGV-GENOME-0373084: 85,914-97,115 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0103)
104 105 107

RM_Type_II__Type_II_MTases_FAM_17 (CDS_0108)

109 110

Norman_9_NODE_2_length_111527_cov_22.344768: 86,090-97,611 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0103)
104 105

MGV-GENOME-0373214: 82,650-94,606 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0100) 101 102 103 104

MGV-GENOME-0373031: 82,281-94,225 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0100) 101
SspBCDE__SspD_2 (CDS_0102)

103 104

MGV-GENOME-0376841: 116,426-126,794 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0132)
MTase_II_00056 Type (CDS_0133)

134 135 136

MGV-GENOME-0372908: 85,084-95,451 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0100)
MTase_II_00056 Type (CDS_0101)

102 103 104

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


