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MGV-GENOME-0371744:81,655-93,176 (+)
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MGV-GENOME-0373084:85,914-97,115 (+)
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Norman_9_NODE_2_length_111527_cov_22.344768:86,090-97,611 (+)
RM_Type_II_Type_ll_MTases_FAM_2 (CDS_0100) 101 102 103 104

K K K CET @ T KK <K H

—
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MGV-GENOME-0373031:82,281-94,225 (+)
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MGV-GENOME-0376841:116,426-126,794 (+)
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MGV-GENOME-0372908:85,084-95,451 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)




