GTP-binding domain (CDS_0136)
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MGV- GENOME 0373449:102,279-108,756 (+)
tRNA-His guanylyltransferase (CDS_0131)
130 132 133
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MGV-GENOME-0373241: 101,638-108,008 (+)
tRNA-His guanylyltransferase (CDS_0106)
104 105 107 108
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MGV-GENOME-0370312:82,768-89,406 (+)
tRNA-His guanylyltransferase (CDS_0132)
131 133 134 methyltransferase (CDS_0139) 140 141 142
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MGV-GENOME-0373320: 102,424-110,135 (+)

tRNA-His guanylyltransferase (CDS_0132)
126 131 133 134 GTP-binding domain (CDS_0136)
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uvig_194148:102,692-108,613 (+)

117 122 123 124 125

MGV-GENOME-0373226: 100,985-106,761 (+)
tRNA-His guanylyltransferase (CDS_0078)
76 79

MGV-GENOME-0368774: 68,390-73,347 (+)
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MGV-GENOME-0373214:101,684-108,617 (+)

tRNA-His guanylyltransferase (CDS_0127)
125 128
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MGV-GENOME-0373031:100,530-106,055 (+)

100 105 106 107 109 110 111
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MGV-GENOME-0372070:85,011-90,801 (+)

3000 nt i
DNA, RNA and nucleotide metabolism other unknown function
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