RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0102)

MTase_l1_00048 Type (CDS_0109) tail fiber protein (CDS_0115)
MTase_|I_00056 Type (CDS_0103) 108 oMTase_00015 orphan (CDS_0111) tRNA-Undet(NNN)
101 ‘ 104 105 106 127T 110 RNA ligase (CDS_0112) 113 114 ‘ 116

—— — (]
MGV-GENOME-0373368:89,193-100,278 (+)

RM_Type_ll__Type_ll_MTases_FAM_17 (CDS_0109)
108 110 oMTase_00015 orphan (CDS_0111)

MazEF__MazF (CDS_0117)
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MGV-GENOME-0373370:89,223-100,305 (+)

RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0103)
108 110 oMTase_00015 orphan (CDS_0111)
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MGV-GENOME-0373461:90,096-100,270 (+)
RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0089)
80 MTase_|I_00048 Type (CDS_0088) 90 91
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MGV-GENOME-0373460: 72,256-83,890 (+)

RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0104)
RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0109)

MTase_I1_00056 Type (CDS_0105) 110
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MGV-GENOME-0373241:83,847-97,981 (+)
RM_Type_ll__Type_ll_MTases_FAM_4 (CDS_0110)
MTase_II_00056 Type (CDS_0104) 109 111
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0103) 105 106 107 198T T112

K K K

H

MGV-GENOME-0373320:84,633-98,767 (+)
RM_Type_ll__Type_ll_MTases_FAM_4 (CDS_0106)

SspBCDE__SspD_2 (CDS_0102) oMTase_00015 orphan (CDS_0107) NAD synthetase (CDS_0112)

H

MGV-GENOME-0373031:85,957-97,690 (+)
RM_Type_ll__Type_ll_MTases_FAM_4 (CDS_0083)
SspBCDE__SspD_2 (CDS_0080) oMTase_00015 orphan (CDS_0084)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0078) 79 81 82 \ [ 85
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MGV-GENOME-0370312: 64,045-78,679 (+)

RM_Type_ll__Type_ll_MTases_FAM_17 (CDS_0108)
RM_Type_Il__Type_ll_MTases_FAM_2 (CDS_0103)
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MGV-GENOME-0373084:87,592-99,762 (+)
RM_Type_Il__Type_ll_MTases_FAM_17 (CDS_0108)
107 109 oMTase_00015 orphan (CDS_0110)
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Norman_9 NODE 2 length 111527 _cov_22.344768:87,768-99,936 (+)
RM_Type_lI_Type_ll_MTases_FAM_4 (CDS_0105)
MTase_|I_00048 Type (CDS_0104) oMTase_00015 orphan (CDS_0106)
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MGV-GENOME-0371744:83,333-95,501 (+)
RM_Type_ll__Type_ll_MTases_FAM_4 (CDS_0110)
HNH endonuclease (CDS_0111)

MTase_Il_00048 Type (CDS_0109) | 112 113
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MGV-GENOME-0373449:84,659-98,610 (+)
109 RNAligase (CDS 0111)
RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0108) TllO RNA ligase (CDS_0112)
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uvig_194148:87,354-99,444 (+)

RM_Type_ll__Type_ll_MTases_FAM_17 (CDS_0087)
RM_Type_ll__Type_l|_MTases_FAM_4 (CDS_0088)
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MGV-GENOME-0372070:69,755-82,492 (+)
} 5000 nt {
DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) defence (PADLOC) pseudogene




