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MGV-GENOME-0295366: 184-4,293 (+)
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MGV-GENOME-0213340: 1-1,756 (+)
PhoH-like phosphate starvation-inducible (CDS_0005)
tRNA-Thr(CGT)
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uvig_240125:3-9,606 (+)
PhoH-like phosphate starvation-inducible (CDS_0001)
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uvig 309615:307-6,446 (+)
PhoH-like phosphate starvation-inducible (CDS_0075)
tyrosyl-tRNA synthetase (CDS_0085)
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uvig_232233:32,402-47,532 (-)
PhoH-like phosphate starvation-inducible (CDS_0009)
1 2 3 4 5 67 8 10 11 12

uvig 130774:2-13,374 (+)
head maturation protease (CDS_0006)
major tail protein (CDS_0010) tail fiber protein (CDS_0018)
1 2 34 5 789 | 111213 taillength tape measure protein (CDS_0014) 15 16 17 19 20
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IMGVR_UViG_3300029679_000129|3300029679|Ga0243220_100018|1-61237: 1-26,132 (+)
head maturation protease (CDS_0006)

major tail protein (CDS_0010) tail fiber protein (CDS_0018)

1 234 5 789 T 11 12 13 tail length tape measure protein (CDS_0014) 15 16 17 19
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IMGVR_UViG_3300029123 000252|3300029123|Ga0168800_100024|188603-247634: 1-24,482 (+)

head maturation protease (CDS_0006)
terminase large subunit (CDS_0001) major tail protein (CDS_0010) tail fiber protein (CDS_0018)
portal protein (CDS_0005) endolysin (CDS_0020)
2 3 4 | 789 11 12 13 tail length tape measure protein (CDS_0014) 15 16 17 19 | 21holin (CDS_0022)
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uvig_474843:1-26,468 (+)
head maturation protease (CDS_0006)
major tail protein (CDS_0010) tail fiber protein (CDS_0018)
1 2 3 4 5 789 T 11 12 13 tail length tape measure protein (CDS_0014) 15 16 17 19 20 21 22holin (CDS_0023)
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uvig_311702: 1-27,490 (+)
head maturation protease (CDS_0007)

major tail protein (CDS_0011) tail fiber protein (CDS_0019)
1 2 345 6 8 910 12 13 14 tail length tape measure protein (CDS_0015) 16 17 18 20 21 222324 25
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IMGVR_UViG_2843291059_000003|2843291059/2843291087|199147-262615: 1-30,396 (+)
head maturation protease (CDS_0007)
major tail protein (CDS_0011) tail fiber protein (CDS_0019)
1 2 345 6 8 910 12 13 14 15 16 17 18 20 21 22 23holin (CDS_0024)
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ivig_1960:1-27,823 (+)
major tail protein (CDS_0010) tail fiber protein (CDS_0018)
1 2 3 4 5 6 789 11 12 13 14 15 16 17 19 20 2122holin (CDS_0023)

MGV- GENOME 0351983 1-28,101 (+)
head maturation protease (CDS_0007)

major tail protein (CDS_0011) tail fiber protein (CDS_0019)

1 2 345 6 8910 | 12 1314 15 16 17 18 20 21
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MGV-GENOME- 0346546 1-26,154 (+)

major tail protein (CDS_0011) tail fiber protein (CDS_0019)
1 2 345 6 7 8 910 | 12 1314 15 16 17 18 20 21 22 23holin (CDS_0024)

MGV-GENOME-0338749: 1-27,027 (+)
head maturation protease (CDS_0007)
major tail protein (CDS_0011) tail fiber protein (CDS_0019)
1 2 345 6 8 910 12 13 14 15 16 17 18 20 21 22 23holin (CDS_0024)
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IMGVR_UViG_3300045988_096282|3300045988|Ga0495776_187954:1-27,027 (+)
10000 nt !
DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function tRNA
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