PD-Lambda-5_A_WP_134883021.1 (CDS_0029)
PD-Lambda-5_PD-Lambda-5 B (CDS_0028)
HTH DNA binding protein (CDS_0032)
DNA binding protein (CDS_0030)

holin (CDS_0022) metallo-protease (CDS_0031)
endolysin (CDS_6021) mads_1(CDS_0038)
minortailprotein(CDSﬁOlB)‘Z3 25 34 36 40
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IMGVR _UViG_3300008364_000106|3300008364|Ga0114890_100038|30755-72522: 19,562-35,137 (+)
PD-Lambda-5_A_ WP_134883021.1 (CDS_0027)
PD-Lambda-5__ PD-Lambda-5_B (CDS_0026)
HTH DNA binding protein (CDS_0030)
DNA binding protein (CDS_0028)
‘ met‘allo-pﬂ)?e_a‘ge(CDS_OOZQ

25 31
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IMGVR_UViG_3300008679_000016|3300008679|Ga0115430_1000212: 19,562-34,386 (+)
PD-Lambda-5_A_WP_134883021.1 (CDS_0027)
PD-Lambda-5_ PD-Lambda-5_B (CDS_0026)
HTH DNA binding protein (CDS_0030)
DNA binding protein (CDS_0028)
‘ metallo-protease (CDS_0029)

25 | I T 3
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IMGVR_UViG_3300008403_000080|3300008403|Ga0115182_100079|16048-55252: 19,564-34,018 (+)
PD-Lambda-5_A_WP_134883021.1 (CDS_0027)
PD-Lambda-5__PD-Lambda-5_B (CDS_0026)
HTH DNA binding protein (CDS_0030)
DNA binding protein ((R_OOZS)
‘ met‘allo-pﬁ)’%ase(CDSﬁOZ?)

25 | | T 1 3 36
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IMGVR_UViG_3300006307_000002|3300006307|Ga0099615_1000190: 19,564-34,120 (+)
PD-Lambda-5_A_WP_134883021.1 (CDS_0028)
PD-Lambda-5__PD-Lambda-5 B (CDS_0027)
HTH'DNA binding protein (CDS_0031)
holin (CDS_0023) metallo-protease (CDS_0030)

anti-S0S response (APIS178) (CD5_0021) 26 | 29[ | transcriptional repressor (CDS_0032)
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IMGVR_UViG_7000000244_000157|7000000244|SRS016575_Baylor_scaffold_2114[1566-43170: 19,559-34,956 (+)
transcriptional repressor (CDS_0031)
HTH DNA binding pro?ein (CDS_0030)
DNA binding protein ((BS_‘OOZS)
metallo-pﬁ)’?ease (CDS_0029)
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SRS078215 a1 ct6202: 19,562-33,951 (+)
HTH DNA binding protein (CDS_0023)
DNA binding protein (CDS_0021)
metallo-protease (CDS_0022)
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MGV-GENOME-0240279: 19,557-29,121 (+)
PD-Lambda-5_A_WP_134883021.1 (CDS_0027)
PD-Lambda-5__PD-Lambda-5 B (CDS_0026)
HTH DNA binding protein (CDS_0030)
DNA binding protein (CDS_0028)

minor tail protein (CDS_0017) mefallo»p?c)'?ease (CDS_0029)
minor tail protein holin (CDS_0022) 2324 25 \ | T | 3132 35
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IMGVR_UViG_3300006249_000151|3300006249|Ga0099390_1000012|120313-162158: 17,891-35,655 (+)
31Phrann_gp29 gp30_gp30 (CDS_0035)
26 272829 30] 32 33 34 | 3637 mads_1(CDS 0038)
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IMGVR_UViG_3300008140_000243|3300008140|Ga0114165_1000183|4211-44759:19,567-34,343 (+)
30 33
25 2627 28 29| 31 32] 34 mads_1(CDS_0035)
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IMGVR_UViG_3300008645_000014|3300008645|Ga0111425_100201:19,567-32,303 (+)
24 25 26 27 28 29 mads_1(CDS_0030)
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IMGVR_UViG_7000000226_000054|7000000226|SRS014578 WUGC _scaffold_9602:19,715-30,474 (+)
PD-Lambda-5_A_WP_134883021.1 (CDS_0034)
PD-Lambda-5_A_WP_134883021.1 (CDS_0030)
Phrann_gp29_gp30_gp29 (CDS_0033)

PD-Lambda-5__PD-Lambda-5_B (CDS_0029) "HTH DNA binding protein (CDS_0038)
27 36
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IMGVR_UViG_3300045988_176986|3300045988|Ga0495776_054519:19,735-38,762 (+)
PD-Lambda-5_A_WP_134883021.1 (CDS_0028)
PD-Lambda-5_PD-Lambda-5 B (CDS_0027)
HTH DNA binding protein (CDS_0033)
HTH DNA bindmg protein (CDS_0034)
HTH DNA binding protein (CDS_0032)
30 HTH DNA binding protein (CDS_0038)
2931 | | |3 T3

24 25 26
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MGV-GENOME-0315905: 19,574-38,596 (+)

PD-Lambda-5_ PD-Lambda-5_B (CDS_0027)

HTH DNA binding protein (CDS_0033)

‘ 29 31 36
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MGV-GENOME-0270126: 19,552-33,802 (+)
HTH DNA binding protein (CDS_0033)
HTH DNA binding protein (CDS_0034)
HTH DNA binding protein (CDS_0032)

PD-Lambda-5_PD-Lambda-5_B (CDS_0026) mads_1 (CDS_0039)
28 30 37
25 27 29] 31 35 36 38 44
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IMGVR_UViG_3300045988_176456|3300045988|Ga0495776_070627:19,695-35,954 (+)

HTH DNA binding protein (CDS_0028)
22 24
holin (CDS_0021) [23 25 26 27 |29 30 31 mads_1(CDS_0032)
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IMGVR _UViG_3300008161 000011|3300008161]|Ga0110913 1000175:17,891-31,935 (+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0043)

DNA methyltransferase (CDS_0028) HTH DNA binding protein (CDS_0049)
DNA polymerase (CDS_0031) 4T5 47
mads_8 (CDS_0024) 25 26 27 29 30 32 33 34 35 36 37 38 394041 42 44 46T 48 50 57
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SRS014402_al_ct12845 vs1:19,540-51,967 (+)
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